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ABSTRACT 
The introduction of biologic therapies into clinical practice has greatly improved the 
treatment of chronic disabling inflammatory diseases, such as Rheumatoid Arthritis, 
Spondylarthritis or Inflammatory Bowel Diseases, among others. However, a sizeable 
fraction of patients never achieve therapeutic response or, more often, cannot maintain 
therapeutic response over time. Among the pitfalls of biologicals is their potential 
immunogenicity and the associated anti-drug antibodies (ADAb) produced by the patients, 
which promote faster clearance/neutralization of the drug in circulation and thus interfere 
with drug efficacy. Moreover, ADAb have also been associated with adverse events. 
In this work we aimed at formally document the impact of ADAb in clinical outcomes, and 
use this analysis to construct and test an algorithm for therapeutic decisions based on explicit 
biomarkers of immunogenicity.  
To evaluate the clinical relevance of biological drug’s immunogenicity, we first performed 
a systematic review of the literature coupled with a meta-analysis. We evidenced that in the 
presence of detectable ADAb therapeutic response may be reduced by as much as 80%. Such 
impact is attenuated, although not abrogated, by concomitant immunosuppression, 
particularly with methotrexate that associates with reduced ADAb production. Differences 
in the immunogenic profile of specific biologics were also verified, with monoclonal 
antibodies exhibiting higher immunogenicity than fusion proteins. We next assessed the 
impact of immunogenicity on drug’s safety profile by following a cohort of patients 
receiving intravenous infliximab, a TNF-inhibitor.  Infusion-related adverse events occurred 
exclusively in ADAb-positive patients and nearly half of the ADAb-positive patients 
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developed an acute reaction during or immediately after the infusion, requiring medical 
intervention.  
To evaluate the relevance of drug immunogenicity assessment for therapeutic decisions, we 
first defined a convenient method to assess immunogenicity on a routine basis. We verified 
that a newly developed Bridging ELISA performed as well as antigen-binding radio-immuno 
assay, currently considered by many as the “gold-standard” to assess ADAb. Next, we 
designed an algorithm for the management of patients receiving biologic therapies, which 
combines the usual clinical evaluation with immunogenicity assessment at every three 
months. This algorithm was tested in a cohort of RA patients treated with one of the three 
most commonly used biologics. We evidenced that patients who followed therapeutic 
strategies concordant with the proposed algorithm had close to 10-times higher probability 
of achieving low disease activity, when compared to those who followed other strategies 
commonly adopted in current clinical practice.   
Our work demonstrates that a personalized, evidence-based approach for the management 
of patients receiving biologic therapies will lead to safer and most cost-effective strategies. 




As terapêuticas biológicas revolucionaram o prognóstico de doenças inflamatórias crónicas 
e incapacitantes como a Artrite Reumatóide, as Espondilartrites, as Doenças Inflamatórias 
do Intestino, entre outras. Ainda assim, um número significativo de doentes não responde a 
esses fármacos ou, mais frequentemente, perde a resposta inicial ao longo do tempo de 
tratamento. Uma das principais limitações destas terapêuticas é o seu potencial imunogénico 
e a consequente formação de anticorpos anti-fármaco (AAF) por parte dos doentes a quem 
são administrados. Os AAF promovem uma rápida eliminação/neutralização do fármaco em 
circulação e podem também interferir com o seu perfil de segurança, associando-se a um 
maior risco de efeitos adversos.  
Este trabalho pretende documentar formalmente o impacto clínico dos AAF, utilizando essa 
informação na construção e validação de um novo algoritmo de apoio à decisão terapêutica 
baseado em biomarcadores de imunogenicidade.  
Para avaliar a relevância clínica da imunogenicidade foi inicialmente realizada uma revisão 
sistemática da literatura e uma meta-análise. Evidenciámos que na presença de AAF 
detetáveis há uma redução de até 80% da resposta à terapêutica. Este impacto é atenuado, 
mas não eliminado, pelo tratamento concomitante com imunossupressores, particularmente 
com metotrexato, que se associa a uma redução da produção de AAF. Foram também 
verificadas diferenças importantes no perfil imunogénico entre os fármacos, com os 
anticorpos monoclonais a exibirem maior imunogenicidade que as proteinas de fusão. 
Seguidamente foi avaliado o impacto da imunogenicidade no perfil de segurança destes 
fármacos, avaliando no tempo uma cohort de doentes tratados com infliximab, um inibidor 
do TNF-alfa. Reações adversas agudas associadas à infusão do fármaco ocorreram 
exclusivamente em doentes com AAF detetáveis, sendo que cerca de metade dos doentes 
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com AAF tiveram uma reação aguda durante ou imediatamente após a infusão do biológico, 
requerendo intervenção médica imediata.  
No sentido de avaliar a relevância da avaliação da imunogenicidade para a melhoria das 
decisões terapêuticas, começámos por definir o método laboratorial mais conveniente para 
monitorização da imunogenicidade na prática clínica de rotina. Constatámos uma boa 
concordância entre um novo método de ELISA desenvolvido (“Bridging ELISA”) e o 
método de radioimmunoensaio (“RIA-ABT”), considerado por muitos como “gold 
standard” na deteção dos indivíduos AAF-positivos. Seguidamente, desenhámos um 
algoritmo de apoio à decisão terapêutica para doentes medicados com terapêuticas 
biológicas, que combina a atual avaliação clínica com a monitorização da imunogenicidade 
a cada três meses. Este algoritmo foi testado numa cohort de doentes com Artrite Reumatóide 
inicialmente medicados com um dos três agentes biológicos mais utilizados no tratamento 
desta doença. Evidenciámos que os doentes que tinham seguido estratégias terapêuticas 
concordantes com o algoritmo proposto tiveram cerca de 10 vezes maior probabilidade de 
alcançarem uma baixa atividade de doença, quando comparados com os doentes que 
seguiram outras estratégias, frequentemente adotadas na atual prática clínica. 
O nosso trabalho demonstra que uma abordagem personalizada e cientificamente orientada 
aos doentes medicados com terapêuticas biológicas permite desenhar estratégias mais 
seguras e custo-efetivas. Os nossos resultados têm não só uma elevada relevância clínica, 
como também económica e social.   
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1 GENERAL INTRODUCTION 
Chronic inflammatory immune-mediated diseases are a heterogeneous group of poorly 
understood disorders, which aetiology remains largely unknown. They have been conceived 
as a result of a combination of genetic variants, acquired environmental triggers and 
stochastic events.  
Rheumatoid Arthritis (RA), Spondylarthritis (SpA), Psoriasis (Ps) and Inflammatory Bowel 
Diseases (IBD) are among the most prevalent chronic inflammatory immune-mediated 
diseases that affect predominantly young people at productive age of life, inducing 
significant morbidity and mortality. Therefore, their social and economic impact on society 
is extremely high. 
Despite the poorly understood aetiology of those diseases, their physiopathology ends in a 
chronic inflammatory response against self-tissues with the release of inflammatory 
mediators, production of autoantibodies and activation of leukocytes that will perpetuate 
immune response, leading to an extensive tissue damage and malfunction of the 
corresponding target organs.  
Cytokines are potent-rate limiting extracellular molecules that specifically regulate the 
inflammatory response, the tissue damage and the repair mechanisms. An increasing body 
of evidence has revealed the critical role that cytokines play in the initiation and perpetuation 
of autoimmunity [1, 2]. The important role of cytokines in immune-mediated inflammatory 
mechanisms had lead to the idea that cytokine-based manipulation could offer a possibility 
to interfere with autoimmune process. 
Such idea has revolutionized the treatment approach of the above-mentioned diseases, which 
the most well known example has been RA. 
RA is a chronic disabling disease that affects primarily the joints, inducing an irreversible 
joint damage with significant loss of functionality. In the beginning of 90’s a paradigm shift 
occurred in the treatment approach of RA. In addition to small chemical molecules, such as 
methotrexate (MTX) or corticosteroids, large therapeutic proteins, also known as biologics, 
were introduced in the arsenal of therapeutic options for RA treatment. Biologics represent 
a distinct therapeutic class, which are produced through living organisms using 
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biotechnology and genetic engineering instead of being simply chemically synthesized. 
There are today a wide variety of biotechnologic-derived therapeutic proteins. In the context 
of chronic inflammatory immune-mediated diseases, biologics are mainly represented by 
monoclonal antibodies, and to a less extend by fusion proteins, which target several 
cytokines or cells that play critical role on immune-mediated inflammation. The first 
biologics used in the treatment of RA targeted the Tumor Necrosis Factor (TNF). Given the 
successful results other targets emerged, such as CD-20, co-stimulatory molecules 
B7.1/B7.2 and interleukin (IL)-6. These therapies provide better control of inflammation, 
increasing patient’s quality of life and, most importantly, their functionality.  
The clinical benefit that biologics have brought to RA patients has been extensively 
demonstrated in randomized clinical trials (RCTs). However, biologics have now been used 
in clinical practice for more than a decade and a general pattern seemed to emerge, best 
analysed for Tumor Necrosis Factor inhibitors (TNFi) in RA: there is evidence that i) about 
one third of the patients would not respond to the biological therapy (primary non-
responders); ii) one third would show clinical response, but the beneficial effect would fade 
away within the first 6-12 months of continuous therapy (secondary non-responders); and 
iii) the remaining third would maintain a clinical response beyond a year.  
Over the last years increasing evidence has revealed the production of anti-drug antibodies 
(ADAb), naturally produced by the patients upon administration of biologics, as one of the 
main factors interfering with drug efficacy and safety profile. Although there were good 
indications that immunogenicity of TNFi is one of the main mechanisms behind treatment 
failure, this notion did not permeate the clinical practice.  
The lack of suitable assays to assess immunogenicity in clinical practice has also prevented 
the expansion of the field. Immunogenicity assessment is technically challenging and only 
recently optimized assays, specifically tailored to detect ADAb, have emerged though little 
experience still exists.  
Despite the great improvement in overall clinical responses afforded by biologicals, 
therapeutic failures to these drugs are frequent. Therapeutic decisions in these cases, such as 
whether to increase the dose or to switch to another biological of similar or different 
mechanism of action, would benefit to be guided by reliable biomarkers. Moreover, in 
responding patients, the same lack of guiding biomarkers prevents an educated and desirable 
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dose reduction program, as these therapies are supposed to be maintained for life. 
Monitoring drug levels and potential immunogenicity should help optimize the use of 
biological therapies. However, the way such information might be integrated in clinical 
practice towards more cost-effective strategies remains to be defined.  
The high costs of biologic therapies represent a big concern for societies. Monitoring drug 
levels and ADAb might represent a very promising tool for an optimized and personalized 
use of biological therapies, as it allows revision of the costs engaged in these therapies while 
keeping as a priority the welfare of patients.  
1.1 BIOLOGIC THERAPIES 
The critical role of cytokines in all stages of the immune-mediated inflammatory process, 
lead to the idea that the manipulations of cytokine network could modulate immune 
responses and autoimmune diseases [1, 2]. The easiest and more efficient way to block 
cytokines is through monoclonal antibodies (mAbs), although other type of molecules such 
as decoy receptors can also bind cytokines with specificity and high affinity. The therapeutic 
potential of mAbs has revolutionized the pharmaceutical industry over the last years, which 
has lead to important refinements in the antibody manufacturing techniques.  
Biotechnology-derived therapeutic proteins represent a group of medicines that are produced 
through live organisms and not simply chemically synthetized.  Hence, they are often 
mentioned as biologics. There are a wide variety of biotechnology-derived therapeutic 
proteins available today for the treatment of several diseases. Beyond mAb and soluble 
receptors, enzymes, clotting factors, hormones, or cellular growth factors also exist, namely 
for the treatment of some genetic diseases where there is an absence or pathologic 
modification of the endogenous protein. Nonetheless, mAbs represent the great bulk of 
biologics today produced with therapeutic purposes.  
1.2 IMUNOGLOBULINS STRUCTURE AND FUNCTION 
Antibodies (Abs) are a family of structurally related glycoproteins, also known as 
Immunoglobulins (Igs). Antibodies represent the secreted form of Igs that can also be 
produced in a membrane form (B cell receptor, BCR). All Abs have a common symmetric 
core structure of two identical covalently linked heavy chains and two identical light chains, 
each linked to one of the heavy chains – Figure 1.  
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Abs are classified into different isotypes and subtypes on the basis of amino-acid differences 
in the heavy chain constant (C) regions, which consist of three or four C domains [3]. The 
antibody classes or isotypes are called IgM, IgD, IgE, IgA and IgG. IgG isotype consist of 
four subtypes, numbered according to their frequency in peripheral blood: IgG1, IgG2, IgG3 
and IgG4. Each Ig molecule contains 2 light chains of the same isotype, kappa (κ) or lambda 
(λ), which differ in their single C domain. Even within the same isotype, slight differences 
in the amino-acid sequences of the constant heavy or light chain also exist among different 
individuals, designated as allotypes [4].  
 
Figure 1 – Immunoglobulins Structure 
Allotypes expressed on the constant region of IgG heavy chain are referred as Gm (genetic 
markers) together with the isotype. With the exception of IgG4, different allotypes have been 
described for IgG1 (G1m), IgG2 (G2m) and IgG3 (G3m). Allotypes expressed on the 
constant region of κ light chain are referred as Km. No allotypes have been described for λ 
light chains. Specific Gm haplotypes exist in different populations. In a Caucasian 
population the G1m1,17 allotype is much less frequent than G1m3 [5]. Even within the same 
population group, inter-individual variations may also occur [4]. 
The N-terminal domains of heavy and light chains form the variable (V) regions of Ab 
molecules, which differ among antibodies of different specificities. The V regions of heavy 
and light chains each contain three separate hypervariable regions of about 10 a.a that are 
spatially assembled to form the antigen-combining site of the antibody molecule, known as 
complementary-determining regions (CDR) – Figure 2.  
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Figure 2 – Complementary-Determining Regions (CDR1, CDR2 and CDR3) 
Antibody binding to antigen can be highly specific, but cross-reactions may also occur and 
the same antibody may bind different antigens. Antibodies can bind to two, or in the case of 
IgM, up to ten identical epitopes simultaneously, leading to enhanced avidity of the 
antibody-antigen interaction. The relative concentrations of antigens and antibodies may 
favour the formation of immune complexes.  
The antibodies’ role does not extinguish in the antigen recognition. Antibodies also have 
effector functions, which are mainly mediated by the C regions of the heavy chains [6-8]. 
IgG1, IgG3 and to a lesser extend IgG2 are able to activate the complement system, by 
binding to the C1 complex via their Fc terminals [9]. Activation of the complement system 
may lead to target cell lysis, phagocytosis of pathogens, release of anaphylatoxins, among 
other pro-inflammatory effects [10]. Antibodies may also interact with Fc receptors, 
displayed at surface of immune cells such as macrophages, monocytes, dendritic cells or 
platelets, leading to their activation. This interaction may result in antibody-dependent 
cellular phagocytosis (ADCP), antibody-dependent cell-mediated cytotoxicity (ADCC) and 
cytokine release [11]. The interaction of Fc regions with neonatal Fc receptor protects IgG 
from degradation, increasing their half-live and mediates IgG transfer from mother-to-fetus 
[12]. In contrast, IgG4 has limited effector functions due to its low affinity for complement 
and Fc receptors [13, 14]. IgG4 represents a small fraction of total IgG content and it has 
been described in cases of prolonged or repeated antigenic stimulation [15]. It has been 
thought that IgG4 production may have regulatory or protective effect against chronic 
inflammatory reactions [16, 17]. Human IgG4 has the particular ability to exchange half of 
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the molecule with another IgG4 molecule of different specificity, resulting in a bispecific 
immunoglobulin molecule unable to cross-link identical antigens [17-21]. This dynamic Fab 
arm exchange introduces unpredictability on the binding ability of IgG4, which may be 
unwanted in case of human immunotherapy.  
1.3 ANTIBODY PRODUCTION: FROM HYBRIDOMA TECHNIQUE TO 
ADVANCED BIOTHECHNOLOGY  
The production of antibodies at a large scale, in a reliable manner, started in 1975, with the 
development of mouse hybridoma technology by Cesar Milstein and Georges Köhler [22]. 
The contribution of such invention for science and medicine conceived to its inventors the 
Nobel Prize of 1984 for Medicine and Physiology, shared with Niels Jerne, who also made 
critical contributions to immunology. 
The hybridoma technique consists in the fusion of a mouse myeloma and mouse spleen cells 
from an immunized donor, able to secrete antibodies of a single specificity against a 
predetermined antigen.     Such hybrid cells can be grown in vitro in massive cultures to 
provide specific antibodies. Mouse hybridomas were developed for a number of research 
and therapeutic applications. However, clinical studies with murine mAbs had been 
disappointed due to their weak effector functions, short half-life and ability to evoke immune 
reactions in the human organism [23-25]. An intensive work was subsequently conducted in 
order to refine the production and the clinical use of therapeutic antibodies. To that, much 
had certainly contributed the easy access to hybridoma technology, which was never 
patented by its inventors, deliberatively.  
In 1986, the US Food and Drug Administration (FDA) approved OKT3 (muromonab), the 
first therapeutic monoclonal antibody for human use. OKT3 is a murine monoclonal 
antibody of the IgG2a isotype, which targets CD3, a molecule that is part of a multimolecular 
complex found in association of T-cell receptor (TCR) for antigen. OKT3 acts by blocking 
T-cell function and it was shown to effectively treat acute allograft rejection [26, 27]. 
Subsequently, many other monoclonal antibodies emerged, providing great advantages for 
the treatment of several disabling diseases. However, the use of mouse monoclonal 
antibodies in humans was also accompanied by important immune reactions, limiting its 
clinical use [28-30]. This fact has propelled the pharmaceutical companies to refine the 
production techniques of biologics, creating products which are increasingly identical to 
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human constituents. Even though, immune reactions to biologics have been difficult to 
overcome [31, 32].  
One of the major challenges in applying biopharmaceuticals for medical purposes has been 
to ensure that they circumvent recognition by the immune system, being accepted as self-
molecules and do not elicit a specific or non-specific immune response against themselves.  
Improved techniques have been developed to reduce non-human sequences in biologics. One 
of the first techniques developed with that aim was the antibody chimerization, a process in 
which mouse variable domain regions are fused to human constant regions [33]. This process 
generates chimeric antibodies, which have reduced immunogenicity when compared to fully 
mouse antibodies [34-37].  
Later on, humanized antibodies were developed by grafting mouse CDRs into human 
antibody backbone, restricting even more the non-human sequences [38, 39]. The exclusive 
replacement of the CDRs without framework regions may affect the antibody affinity to the 
antigen, which led to the replacement of human amino acids in the framework region by 
their corresponding mouse sequences. This replacement is then followed by “resurfacing” 
approach, where the exposed mouse residues at surface are replaced by human amino acids 
[40, 41]. 
The clinical success obtained with chimeric and humanized antibodies have motivated 
continuous innovation at the production level, and currently an increasing number of fully 
human antibodies exist [42]. These human antibodies are typically derived from large phage 
display libraries expressing human antibodies fragments or from transgenic mice engineered 
with human immunoglobulin genes [43]. 
Phage display platforms started in 1985 with the discovery that foreign deoxyribonucleic 
acid (DNA) sequences could be cloned into filamentous bacteriophages, being displayed at 
the surface of phage particles as fusion proteins [44]. This discovery was combined with 
polymerase chain reaction (PCR) amplification methods developed in the late 1980s for 
cloning expressed immunoglobulin variable region complementary DNA (cDNA) 
repertoires derived from B cells, to create diverse libraries of antibody variable regions that 
reflect the natural B cell repertoire [45]. The library is then used to select against the target 
protein to capture the phage that binds specifically to the protein. These libraries allow a 
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rapid screen of large number of antibodies against the target protein, in contrast to the 
laborious generation of hybridomas. Libraries started to be built from immune fragments 
isolated from immunized animals or infected humans, resulting in biased libraries toward 
certain specificities [46, 47]. Then naïve libraries emerged, built from a pool of healthy 
donors, followed by a synthetic repertoire rearranged in vitro, which is not biased and 
therefore can be used for selecting specificities against a wide range of targets [48, 49]. Large 
and diverse semi-synthetic libraries represent a valuable source of antibodies against a large 
number of target proteins.  
In 1994, by genetic engineering, it was possible to generate mice expressing fully human 
antibody repertoires [50, 51]. These engineered animals comprised target disruptions of the 
endogenous mouse heavy and κ light chain genes together with introduced transgenes of 
unrearranged human heavy and κ light chain gene segments. The observation that a limited 
germline repertoire can be used by the mouse immune system to construct high specificity 
and high affinity antibodies to a wide variety of antigens reflects the relevance of somatic 
recombination and affinity maturation processes in generating diversity [52]. Subsequent 
progress has included the expression of more V segments by the transgenic mice, thereby 
expanding the potential repertoire of recovered antibodies [53]. 
There are no major advantages for the use of one technique over another. Transgenic mice-
derived antibodies undergo affinity maturation in vivo, which obviates the requirement for 
subsequent in vitro affinity maturation, thereby reducing timelines. However, the reported 
affinities for antibodies derived from the two types of platforms fall into the same range, 
with no overall significant difference between affinity-optimized phage displays derived 
mAbs and un-optimized transgenic derived mAbs [43]. It is often desirable to obtain species-
crossreactive antibodies, which allow the evaluation of their biologic function in animal 
models, which are often mice. Typically self-reactive mice-derived antibodies are not 
selected, due to processes of immune tolerance induction. This constitutes a particular 
strength of phage display libraries, which in contrast to transgenic mice platforms and also 
hybridoma technology, allows direct selection for exquisitely specific binding properties, 
such as species cross-reactivity [54]. 
Despite all the above mentioned advances in mAbs manufacturing, drug immunogenicity 
still represents one of the major drawbacks in the usage of these biologics in clinical practice. 
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1.4 DRUG IMMUNOGENICITY 
Immunogenicity is the ability that virtually all therapeutic proteins have to elicit and 
unwanted immune response against themselves, with the production of anti-drug antibodies 
(ADAb).  
The theoretical basis for biologic’s immunogenicity relies on two main principles: on the 
foreign nature of biopharmaceutical (neo-antigens or non-self antigens) or on their similarity 
to self-molecules in cases of protein replacement, where little or no endogenous protein is 
expressed. In the later case, immune tolerance was never developed for the defective or 
absent protein and the biologic will be recognized as a foreign molecule by the recipient's 
immune system.  
To elicit an antibody response, therapeutic protein must interact with three major types of 
cells: professional antigen presenting cells (APCs), T helper (Th) cells and B cells.  
The first step involves the uptake of therapeutic protein by APCs, through pinocytosis, 
receptor-mediated endocytosis or phagocytosis. The efficiency of this process varies 
according several factors, such as the aggregation state of the therapeutic protein, its 
receptor-binding affinity, the route of administration, the capacity of binding membrane 
receptors that will lead to internalization and effective protein processing [55-58]. Receptor-
mediated endocytosis provides a more efficient antigen uptake than non-specific 
endocytosis, enabling presentation of antigens that are present at very small concentrations 
[59]. Inside the APCs, therapeutic protein is cleaved in a mixture of small peptides. Each 
peptide will bind human leukocyte antigen class II (HLAII) molecules, and those who bind 
with “strongly enough” affinity will be displayed at the cell surface. As such, the 
concentration of a particular epitope that is being presented is a function of the amount 
loaded and, crucially, of its affinity for HLAII receptors. HLA polymorphism and its impact 
on the binding of specific peptides (HLA restriction) are primary mechanisms by which 
patients genetics contributes to immune responses to particular protein therapeutics [60-63]. 
Antigen-specific T cells, through its T cell receptor (TCR), will recognize a specific complex 
peptide-HLAII. This interaction, together with co-stimulatory signals provided by the APC 
through CD80 and CD86 molecules, fully activates the specific Th cell. In the absence of 
this co-stimulation, T cells become inactive. Once fully activated, T cells divide and produce 
an array of pro-inflammatory cytokines. Naive B cells that will recognize, through IgM and 
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IgD surface receptors, a cognate antigen bound via a specific T cell epitope-HLA/TCR will 
be activated, proliferate and mature toward a plasma cell. This interaction results in the 
engagement of CD40 and CD40L between T and B cell, which will provide a further signal 
to B cells that will lead to B cell clonal expansion and differentiation into antibody-secreting 
plasma cells and memory B cells. In the absence of activated Th cells, naïve B cells do not 
fully mature, and are rendered anergic or undergo apoptosis.  
T-cell independent activation of B cells may also occur, usually induced by highly repetitive 
structures, where the co-stimulatory signal can be mediated via alternative signalling 
pathways, such as Toll-like receptors (TLR) engagement [64]. Antibodies produced by 
direct B cell activation are mostly IgM or low affinity IgG isotypes. However, the great bulk 
of ADAb are high affinity IgG antibodies, denoting T cell help to antigen-specific B cells 
[65].  
The great dynamic diversity of TCRs and BCRs ensures the recognition of a wide variety of 
sequences and structures, which is important for the defence role of the immune system. On 
the other hand, such diversity implies the generation of new hypervariable sequences to 
which immune system is not tolerant. This explains, in part, why even fully human 
therapeutic mAbs can be immunogenic.  
Tolerance is ensured by complex mechanisms with origin at the thymus. Promiscuous gene 
expression by thymic epithelial cells (TEC) of tissue-specific antigens (TSA) is highly 
relevant to ensure tolerance, as demonstrated in autoimmune regulator protein (AIRE)-
deficient mice [66-68]. It has been argued that T cells carrying TCRs with “too much high” 
affinity for self HLA-peptide complex will be subjected to negative selection mediated by 
medullary TECs (mTECs) [69, 70]. However, clonal deletion at the polyclonal level is 
incomplete, and autoreactive T cells often escapes into periphery [71-76]. Those 
autoreactive T cells are controlled at the periphery by a particular subset of lymphocytes, 
which although less frequent than effector cells, are able to regulate auto-reactive T cells, as 
elegantly demonstrated by Coutinho et al in the beginning of 90’s [77]. Those cells are 
known today as T regulatory cells (Tregs), which are phenotypically characterized as CD4 
cells that express the high affinity receptor for IL-2 (CD25) and also Foxp3, a transcriptional 
factor codified by X chromosome that is essential for these cells’ development and function 
[78-81].  It has been suggested that Foxp3+ Tregs are selected on high-affinity self-reactive 
TCRs, having higher resistance to negative selection than conventional T cells [82-87]. 
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Therefore, Tregs cells will be selected in an antigen-specific manner, according to the 
antigens presented in the thymus during T cell development. It is thus conceivable to 
postulate that newly variable sequences as those continuously generated through V(D)J 
recombination might represent foreign sequences, not represented in the thymus, thereby 
able to elicit an immune response. Recent evidence has, however, demonstrated that the 
antigens may also reach the thymus via the blood stream or immigrating antigen-loaded 
dendritic cells [88-90]. This, together with the possibility of antigen co-presentation by 
thymic APCs and the existence of inducible Tregs at periphery, may explain tolerance for 
antigens not expressed by TEC [91-96]. 
Taken together, this highlights the complexity of immune response to biologics, which 
represents a highly complex phenomenon resulting from the interaction of drug- and patient-
related factors not fully elucidated.  
1.4.1 Drug-related Factors Influencing Immunogenicity 
Perhaps the most understandable factor responsible for an immune response to 
biopharmaceuticals is the proportion of non-self sequences in the biopharmaceutical. Non-
human sequences represent a primary target of human immune system. However, even fully 
human sequences may elicit the production of ADAb. T cell epitope content represents one 
of the major aspects influencing immunogenicity. Fab regions represent the highly 
immunogenic part of mAbs [60]. As mentioned before, the hypervariable CDR regions may 
represent new determinants unlikely to be present in the thymus during T cell development. 
That notion has propelled the development of immunoinformatic tools, able to easily identify 
T-cell epitopes present in a biologic [97-100]. Despite the good correlation that has been 
found between the in silico prediction and in vivo immunogenicity, often in silico assays 
leads to an overestimation of the potential immunogenic T cell epitopes, as not all peptides 
that fit into the HLAII groove are generated by protein processing in vivo. Therefore, a wide 
array of in vitro and in vivo methodologies exist to further validate the ability of those 
peptides to elicit immune responses. Those methodologies include HLA binding assays, 
antigen and presentation assays, T cell proliferation or cytokine assays, T cell phenotyping 
(effector versus regulatory T cells), naïve blood assays, or humanized mouse models [101].  
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In the course of searching for T effector epitopes, regulatory T-cell epitopes (Tregitopes) 
were also identified in the structure of biologic proteins [102]. Tregitopes are specific, highly 
conserved and promiscuous epitopes from conserved regions of human immunoglobulins, 
able to activate Tregs, with the phenotypic properties of “natural” Tregs that supress immune 
responses in vitro and in vivo [102, 103]. In contrast to T effector epitopes, which mainly 
resides in the CDR regions of immunoglobulins, Tregitopes have been found mainly at the 
Fc portion of the human immunoglobulins [102]. There is a close correlation between the 
presence of highly promiscuous HLAII Tregitopes and the absence of HLA-binding T 
effector epitopes, with lack of immunogenicity in published clinical studies [104]. Therefore, 
validated Tregitopes have been integrated in the immunogenicity prediction, greatly 
improving the accuracy of the in silico analysis [104]. Hence, tolerization represents today 
an emerging approach to reduce unwanted immune responses to therapeutic mAb and 
biologic proteins. With the introduction of tolerogenic sequences in the biologic, which are 
thought to induce T regulatory cell expansion, a tolerogenic immune response to biologic is 
expected [103, 105-108]. Preliminary studies have demonstrated that co-administration of 
antigens with Tregitopes in vivo and in vitro leads to the induction of antigen-specific 
tolerance and suppression of both humoral and cellular immune responses to co-
administered antigens [102, 105, 106, 109, 110]. Other strategy that has been adopted to 
induce tolerance has been the design of  ‘stealth’ antibodies. These ‘stealth’ antibodies are 
composed of a peptide “mimotope” linked to the antibody via a flexible linker and can enable 
the host to develop tolerance to a non-binding conformation of the therapeutic protein. This 
approach has been achieved for alemtuzumab in which tolerance was induced to a soluble 
non-binding (single mutation) alemtuzumab variant [58].  
One of the highest risk factor for drug immunogenicity is still protein aggregation despite 
all the advances in drug formulation over the last years. Aggregates are one of the major 
concerns of regulatory agencies, as their presence may results in quantitative and qualitative 
changes in T cell epitope presentation and cellular activation [64, 111, 112]. Certain 
aggregates, such as fibrils, which are large and highly ordered proteins aggregates can be 
presented in an “array” format, such is the case of viral capsids and bacterial cell walls. Such 
arrays may act as potent immunostimulators of innate defence system, which in turn leads 
to an adaptive, more specific immune response [64, 113, 114].  Multiple sources of protein 
aggregation, particles and leachates exist, namely at the stages of product manufacture, 
storage, shipping and drug infusion [115-119]. Patients’ serum characteristics (e.g. 
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hyperlipidemia) may also influence protein aggregation, an issue that needs to be further 
explored. Product mishandling by patients or health care professionals can also contribute 
to protein aggregation, although the extent of this problem remains unknown [120]. Methods 
for predicting aggregation are not currently available. 
Glycosylation pattern is also a key aspect in the biologic’s structure. Non-human 
carbohydrate residues might be highly immunogenic [121-123]. The challenge of 
engineering and analysing glycosylation is a cornerstone of biopharmaceutical drug-design 
in nowadays [124]. Therapeutic proteins are produced in cell lines that arederived from a 
variety of sources, including mamals (human and non-human), bacteria, plants, yeast and 
viruses. Small differences in the protein sequence and/or post-translational modifications, 
such as glycosylation, oxidation, damination, acylation and alkylation, may influence the 
immunogenicity profile of the therapeutic protein. 
Other important sources of immunogenicity in a biopharmaceutical are the so-called 
product-related factors. These factors represent the additional compounds other than the 
active ingredient found in the final product, such as degradation products, process- or 
product-related impurities and additives. These impurities, even in small quantities, have the 
potential to stimulate an unwanted immune response [125].  
Even though, despite all the advances in protein engineering technologies, chemistry and 
manufacturing techniques, which have lead to the production of highly pure fully human or 
humanized mAbs, immunogenicity is still a limitation of biologic therapies. However, the 
fact that the same biological may be highly immunogenic in some patients, but not in all, 
strongly suggests that also patient-related factors are determinant to immunogenicity. 
1.4.2 Patient-related Factors 
Genetic differences among individuals might certainly influence the ability to produce and 
maintain a significant immune response against a biopharmaceutical.  
Allelic differences in HLAII molecules are known to account to the inter-individual 
susceptibility to autoimmune diseases, specific infectious diseases and efficacy of some 
vaccines [126-129]. Similarly, those individual allelic differences may also affect drug 
immunogenicity, as demonstrated for factor VIII or Interferon-alpha (IFNα) [130, 131]. 
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Detailed in silico studies have also confirmed the link between HLA and immunogenicity 
[132]. 
Interindividual variation of T cell repertoire may also contribute to differences in 
immunogenicity between individuals. T-cell repertoire is though to be the result of previous 
exposures to related epitopes, vaccination and gut microbiome [133, 134]. Such individual 
specificity, in addition to antigen processing may explain why some HLA binding peptide 
sequences do not induce T cell activation in some individuals [135].  
Recently, a correlation between Il-10 gene polymorphisms and antibody production against 
adalimumab (fully human TNFi) has been described, but a causal relation has not been 
investigated [136]. 
It has been recently proposed that drug immunogenicity may possibly be affected by pre-
existing antibodies, namely by the natural antibody repertoire. Pre-existing antibody 
responses can regulate immune responses following subsequent antigen challenge [137]. It 
was demonstrated that the presence of antibodies specific for Galα1-3Galβ1-4GlcNAc-R 
(αGal), encoded in the natural antibody repertoire, increases T and B cell responses to poorly 
immunogenic antigens that have been modified to express αGal epitopes [121]. Although 
the exact mechanism is not fully elucidated, it has been shown that the presence of αGal-
specific antibodies may allow immune complex formation or efficient antigen presentation 
by B cells, which increases the efficiency of priming immune response to the antigen [121, 
138, 139]. Anti-hapten responses have shown to be either increased or suppressed depending 
on the titre of pre-existing antibodies [140, 141]. Similarly, in IBD patients, pre-treatment 
infliximab-Fab reactive IgGs were significantly higher in patients developing infusion-
reaction to infliximab than in remaining patients, while were significantly lower among 
those who were in remission one year after infliximab treatment [142]. The role of antibodies 
as immune regulators has first described more than one century ago [143], and may explain 
the effectiveness of intravenous immunoglobulin (IVIG) therapy in many autoimmune 
conditions.  IVIG exerts its effect through a wide array of mechanisms, including immune 
complexes formation and immuno-modulation via anti-idiotypic interactions [144, 145]. 
The evidence that our immune system contains a large variety of antigenic structures in the 
form of the V-regions of immunoglobulins and TCR, able to interact even in the absence of 
nominal antigens, lead Niels Jerne, in early 70’s, to postulate that idiotypic interactions 
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would be on the basis of the selection of “pre-immune repertoires” and in the establishment 
of natural tolerance [146]. Natural antibodies are critical in providing early protection 
against pathogens, although they may also participate in T-cell dependent immune responses 
[147-150]. A huge fraction of natural antibodies are conserved among different individuals 
[151]. Computer simulations of the immune network show that the greater the degree of 
connectivity of a clone, the greater is its degree of tolerance to chronic antigenic stimulation 
[152]. The study of those specificities might integrate further models of drug design, aiming 
to select V-regions of therapeutic antibodies that show the wider connectivity profile with 
pre-existing clones.  
The type of the disease and the immune status of the patient might also influence 
immunogenicity. We might expect to verify higher immune responses in patients with 
autoimmune diseases that are more prone to antibody production. High disease activity and 
baseline inflammatory markers (C-reactive protein) have been detected among RA patients 
who become ADAb-positives, maybe reflecting a highly active immune system [153]. 
Neutralizing ADAb to a Granulocyte-Macrophage Colony Stimulating Factor (GM-CSF) 
product was described in 95% of immune-competent cancer patients but only in 10% of 
immune-compromised cancer patients [154]. Similarly, rituximab, a chimeric anti-CD20 
mAb, elicited no immune response from B cell chronic lymphocytic leukemia patients, but 
was immunogenic in 27% of Sjögren syndrome and in 65% of Systemic Lupus 
Erythematous [155-158].  
Drug immunogenicity may also be age related, as protein turnover is different in children 
compared to adults. However, there is a lack of studies specifically comparing the 
immunogenicity of biologics in these two populations.   
The use of concomitant immunosuppressive therapies has also been associated with 
decreased immunogenicity. Co-treatment with methotrexate, azathioprine, 6-
mercaptopurine and hydrocortisone has been associated with lower antibody responses to 
TNFi in RA or Crohn’s Disease patients [159, 160]. Similarly, pre-treatment with 
methotrexate plus rituximab ± IVIG in children receiving alglucosidase for Pompe disease 
or pre-treatment with IVIG in hemophilic patients receiving recombinant human FVIII, was 
associated with reduced immunogenicity and better clinical outcomes [161, 162]. 
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Factors such as administration route, drug regimen and dosage may also affect drug 
immunogenicity.  Administration of a biologic into sites with a high prevalence of dendritic 
cells (DCs), such as subcutaneous tissue, seems to increase the risk of immunogenicity due 
to prolonged exposure to and uptake by DCs, as compared with intravenous administration 
[163-165]. In a recent study, intravenous abatacept (a fusion protein consisting of CTLA4-
Fcγ1) was revealed to be less immunogenic than subcutaneous abatacept [166]. Moreover, 
the immune complexes formation may lead to local inflammation at injection site, and may 
also reduce the absorption of the biopharmaceutical, preventing them to reach the target 
sites.  
Intuitively, we would say that frequent drug administration increase the potential drug 
immunogenicity. However, regular, scheduled administrations have been associated with 
lower incidence of ADAb, in comparison with episodic or on-demand regimens [160, 167, 
168]. Similarly, it is conceivable to assume that higher doses of biologic would increase 
immunogenicity, as higher amounts of drug (antigen) and product-related factors would be 
administered. However, it has been shown that in contrast to initial lower-doses of antigen, 
initial higher doses lead to small numbers of memory T cells and less efficient immune 
responses upon re-challenge with the same antigen [169, 170]. This point is of major 
relevance, since induction dosages are preconized only for some biologics in the treatment 
of specific diseases [171, 172]. 
In comparison to the extensive knowledge that has emerged about the drug-related factors, 
very few are still known about the patient-related factors implicated in drug immunogenicity. 
Further research is warranted to better understand the inter-individual variability on immune 
responses, aiming to predict the patients at risk to develop significant immune responses to 
a given biologic and to modulate immunogenicity below to its clinical significance.  
1.4.3 Immunogenicity Assessment 
As drug immunogenicity may have dramatic impact on product safety and efficacy, the 
assessment of immunogenicity starts at the very early phases of drug development. This 
notion have led the regulatory agencies to develop risk-based guidelines for immunogenicity 
screening, which is mandatory for the approval of biopharmaceuticals [173, 174].  
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Currently, combined in silico, in vitro and in vivo strategies are adopted by drug developers 
in order to rapidly screen therapeutic proteins for potential immunogenicity. Different 
bioinformatics tools are today available to screen T cell epitopes that bind HLAII with high 
affinity [97-101]. However, those in silico methods cannot be used alone to evaluate 
immunogenicity, as they cannot evaluate aspects such as processing and peptide 
presentation, affinity or peptide-HLA stability, TCR affinity or post-translational 
modifications that may influence the immune response against therapeutic proteins. 
Therefore, further in vitro and in vivo validation is warranted to confirm the potential of 
predicted epitopes to induce an immune response. 
A wide array of in vitro assays can be used: 1) HLA binding assays to evaluate the ability of 
peptides to bind HLA class II proteins; 2) Dendritic Cell (DC) assays to detect potential 
endogenous and exogenous DC stimuli, either related to the drug (aggregates, misfolding, 
denaturation) or related to the formulation (impurities and excipients); 3) T cell assays to 
evaluate cellular proliferation, phenotype and cytokine release, which also provides the 
information about the nature of the T cell response. However, in vitro testing may not reflect 
differences in how the protein is processed and presented in vivo or the inter-individual 
variability in DC responses or T cell repertoire, which may lead to some discrepancies in the 
results.  
 In vivo methods represent another mean of evaluating the potential immunogenicity of a 
protein or peptide. Most commonly, NOD scid gamma (NSG) mice transplanted with human 
immune systems and/or transgenic ‘immune tolerant’ mice that express the protein 
therapeutic have been used to predict immunogenicity in humans [175]. They also allow us 
to modulate factors such as dosing, drug concentration and route of administration. 
Transgenic animal models can be used to study the immune response as a consequence of a 
break in tolerance [176-178]. One example of such an approach is the use of a transgenic 
mouse model expressing human IFNβ which was used to model the development of ADAs 
against various recombinant IFNβ products. These transgenic mice were more sensitive than 
previous ‘hybrid’ transgenic mice models, in that they were not only suitable for studying 
factors that break immunological tolerance but could also be used to dissect the effects of 
protein structure, formulation and aggregation on the induction of ADAs [175, 179, 180].  
However, important limitations exist in each model because the mechanisms underlying 
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immunogenicity are still unknown and there may be important differences between the 
human and animal responses. 
Such combined approach for immunogenicity prediction at very early phases of drug 
development allows the rapid identification of potentially high immunogenic drugs before 
entering in clinical phase, saving time, costs and efforts.  Aditionally, the identification of T 
effector epitopes in therapeutic proteins also allow the identification of the best candidates 
for de-immunization with the aim to eliminate or camouflage those epitopes. Such strategy 
reduces the interaction of therapeutic proteins with immune effector cells, thereby reducing 
their immunogenicity [29, 181-186]. Point mutations, pegylation or glycosylation are 
examples of techniques that have been used to mask the immunogenic epitopes [187-189]. 
However, de-imunization techniques have also some limitations, as those changes may alter 
the structural and functional properties of therapeutic proteins, which may render them non-
functional or even more immunogenic. 
Still, it should be also stressed that despite the good correlation that has been verified 
between the T cell epitope content predicted by in silico tools and the development of 
significant immunogenicity in further clinical trials, immunogenicity at population level can 
be quite different from immunogenicity at individual level [61, 132, 190]. Inter-individual 
variability, such as HLA haplotype, TCR repertoire, immune status or concomitant therapies 
may influence immunogenicity at individual level. Therefore, there is a need to monitor 
immunogenicity beyond the approval phase, as recently recommended by the European 
Medicines Agency (EMA) [191]. 
Because ADAb production is the end-result of immune response to therapeutic proteins, 
circulating ADAb has been the chief criterion for defining an immune response to biologics. 
However, the detection of ADAb is technically challenging. 
Different types of ADAb may be defined according to the target epitope region in the 
therapeutic antibodies:  anti- idiotypic, anti-isotypic and anti-allotypic ADAb.  
Anti-idiotypic antibodies, represent the bulk of antibody response against therapeutic mAbs 
[60, 192-194]. Those ADAb will compete with the endogenous ligand for the binding to the 
drug and are designated as neutralizing antibodies because they can immediately inhibit the 
working mechanism of the drug [153, 195]. Antibodies targeting different regions of the 
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drug have also been described, although they represent a minor part of ADAb [196]. It would 
be expected that allotypic mismatch would induce ADAb formation [4]. However, the 
association between the patients’ allotypes and the presence or concentration of ADAb have 
not been verified so far [196-198]. Nonetheless, ADAb that target different regions of 
biologic molecule than idiotypic regions are designated as non-neutralizing antibodies as 
they did not prevent the binding between the drug and the endogenous ligand. 
Several methods are available to detect antibodies, including binding assays based on 
immunochemical procedures such as solid or liquid phase immunoassays, 
radioimmunoprecipitation assays and biophysical methods such as surface plasmon 
resonance [199, 200].  
Immunoassays have been the most commonly used methods to measure ADAb. 
Immunoassays use the specific interaction of antibody with antigen to provide quantitative 
information about antibody (or antigen) concentration. They can be conducted using a 
variety of formats and/or detection systems, including direct, indirect, bridging and 
competitive platforms using radioligand, enzymatic, fluorescent, chemi-luminescent or 
electrochemical luminescence detection systems [201]. However, the detection of antibodies 
against antibodies offers particular concerns and all the methods currently available have 
their own limitations that should be taken into account for a proper interpretation. 
The most common methods employed to assess ADAb are enzyme-linked immunosorbent 
assays (ELISAs) and radioimmunoassays (RIAs). Different assays exist of each method, 
with different sensitivity and specificity [202]. The initial assays used to assess ADAb were 
mainly ELISA methods. However, several limitations were found in those initial methods, 
which may had contributed to an underestimation of true immunogenicity induced by the 
long-term use of biologics in humans.  Often, in those initial ELISAs, an anti-
immunoglobulin antibody was used as secondary reagent, which is not appropriate to detect 
ADAb, as it can also bind to the therapeutic antibody used in the coating. To circumvent this 
problem several strategies were developed, such as coating the microtiter plates with drug-
F(ab’)2 or drug-Fab fragments. However, it has been verified that serum of healthy 
individuals contains high titers of IgG antibodies against coated F(ab’)2 or Fab fragments, 
which lead to very high cut-off levels in normal serum and, thus, high false-negative rates 
in positive samples [203-205]. Furthermore, the immobilization of Fab/F(ab’)2 fragments 
on a plastic surface may alter the antigen conformation, masking some epitopes or revealing 
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new ones, such that antibodies specific to the original epitope of interest may not be 
recognized [206]. In such instances, it may be necessary to preform an “indirect assay” by 
immobilizing a capturing agent (e.g. monoclonal antibody specific to the antigen or 
streptavidin to capture antigen conjugated to biotin), which can then be used to anchor the 
therapeutic protein [206].  
The majority of therapeutic antibodies are of κ light chain in contrast to the majority of 
antibodies produced by human immune system, which are mainly of λ light chain. Anti-λ 
antibodies have been used in an attempt to more specifically assess ADAb. However, it has 
been verified that anti-λ light chain antibodies may also target other antibodies present in the 
sera, which are able to bind to the coated therapeutic antibody through Fc-Fc interactions. 
These antibodies have been detected even in healthy individuals or untreated patients [207]. 
Once more, the high cut-off levels in normal sera lead to a significant underestimation of the 
presence of ADAb. On the other hand, although being a minority, ADAb of λ light chain-
type cannot be revealed by this strategy.  
Several optimizations of ELISA method have been conducted, improving its performance in 
the detection of ADAb. Adoption of a “bridging antibody” format in which ADAb is 
captured by immobilized antigen and detected using the labelled antigen can provide 
ELISAs with high specificity because ADAb must be recognized twice for detection. The 
bridging capacity that is required for ADAb detection, might prevent the detection of he 
majority of IgG4, as human IgG4 tend to exchange half of the molecule with other IgG4 
molecule that can be of different specificity, creating a monovalent Ig that loose bridging 
ability [17, 208] – Figure 3. 
Nonetheless, compared with the previous formats, Bridging ELISA has high sensitivity and 
relatively low background. Cross-linking by C1q and rheumatoid factors (RF) may still 
occur, although both can be eliminated by pre-treatment of serum with RF-neutralization 
reagent, which consists of IgG coated latex particles. This type of assay has been 
increasingly used to detect antibodies against therapeutic antibodies [209-212].  
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Figure 3 – Bridging ELISA 
Radioimmunoassays have been also designed specifically to quantify ADAb, and are 
considered by many as the current “gold-standard” to assess ADAb [195, 202, 213]. RIA-
ABA offers some advantages over ELISAs: it provides a fluid-phase platform, where 
therapeutic antibodies are in solution, which prevents the denaturation effect of coating; in 
contrast to bridging ELISAs, RIAs can detect monovalent IgG4 ADAb and discriminate 
them from other isotypes by the use of isotype-specific sepharose-coupled antibodies – 
Figure 4.  
 
Figure 4 – Radioimmunoassay (RIA) – Antigen Binding Test (ABT) 
RIAs are also less sensitive to drug interference, when compared with ELISAs [209]. On the 
other hand, RIAs are more difficult to automate than ELISAs and samples throughput is 
normally slower. RIAs can also be prone to artefacts, as the radiolabelling processes can 
mask/denaturate epitopes recognized by antibodies. However, the major disadvantage of 
RIAs is the requirement of high amounts of radioactivity and special laboratory conditions 
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for its implementation, which limits its use at a large-scale basis on the routine clinical 
practice.  
The newly developed RIAs and Bridging ELISAs have been developed toward the detection 
of anti-idiotypic antibodies, as they use as secondary reagents the drug or the drug-Fab2. 
However, in rigor the neutralizing capacity of ADAb can only be confirmed through 
bioassays, which are vitro assays based on a functional aspect of the protein or mechanism 
of action. Different type of bioassays can be used. Both cell based and ligand-binding assays 
can be pursued for the detection of neutralizing antibodies (NAb) [199, 214-218]. While 
cell-based assays are believed to be the preferred NAb assay format, they do have 
disadvantages including high variability, low throughput and low sensitivity [214] . 
However, new generation reporter gene assays using growth-arrested cells are able to 
provide the desired sensitivity and limited variability. It is important to remember that 
irrespective of the NAb assay format it will only determine the potential of in vitro 
neutralization, whereas for in vivo translatability additional factors need to be taken into 
account, including clearance of ADA-drug immune complexes, pharmacokinetics in relation 
to ADA levels and efficacy or the equilibrium/affinity in vivo and in vitro between the 
drug/antibody/target. Due to the constraints associated with NAb assays, it could be 
considered whether it is helpful to monitor the pharmacokinetic/pharmacodynamic (PK/PD) 
profile of the biologic as indirect indicator for the presence of neutralizing factors.  
Furthermore, recent data including that of different TNFi have demonstrated that virtually 
all ADA detected in patients through antigen-binding radioimmunoassay are neutralizing 
antibodies since they are directed against the CDR of the therapeutic mAb [219]. This 
evidence calls into question the usefulness of evaluating a second method for the 
measurement of the neutralizing capacity of the ADA against mAb in routine clinical 
practice.  
EMA has recently recommended the routine immunogenicity assessment beyond the 
approval phase of biologics [191]. However, the proper way to do this assessment is not yet 
formally established and some controversies have emerged regarding the type of assays and 
strategies that should be implemented. Irrespectively of the strategy that will be adopted, 
most important than to simply assess ADAb will be to correlate their presence with 
parameters such as PK and/or PD, together with clinical consequences, for an appropriate 
evaluation of their clinical significance.  
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1.5 RHEUMATOID ARTHRITIS 
The paradigmatic example of the clinical success of anti-cytokine biologic approach is 
Rheumatoid Arthritis, starting by TNFi therapies that soon had extended to other cytokines, 
as the complexity of cytokine network in the disease became increasingly known. 
Today, RA represents one of the diseases with more different biologics approved for its 
treatment, which makes it a good disease model to evaluate the impact of drug 
immunogenicity and how its routine assessment might improve the use of these therapies 
towards a higher benefit for the patients and for the society. 
RA is chronic disabling inflammatory disease that primarily affects the synovium, cartilage 
and bone. It affects 1% of the population and is associated with significant increase in 
morbidity and mortality [220].  
Despite RA has been generally accepted as an autoimmune disease, it remains somehow 
controversial as the identification of a dominant arthritogenic autoantigen is still missing and 
the reproducibility of rheumatoid arthritis in animal models has been difficult to 
demonstrate, despite some similarities with human disease [221, 222].   
The idea that autoimmune mechanisms might underlie RA pathogenesis arises with the 
discovery of rheumatoid factors (RFs) in the blood of affected patients [223, 224]. RFs are 
autoantibodies targeting the Fc-part of human IgG. They are mainly of IgM isotype, although 
other isotypes, such as IgG, have also been described in some subgroups of RA patients 
[225]. RFs are thought to form immune complexes with IgGs activating complement in the 
joint, which in turn leads to increased vascular permeability and the release of chemotactic 
factors recruiting immune-competent effector cells to the joint [226]. Even though, RF are 
not sufficient neither necessary for arthritis development, as RF are present in up to 15% of 
healthy individuals and many other medical conditions, whilst around 20% of RA patients 
test negative for the presence of RF [227-229]. Therefore, the role of RFs in disease aetiology 
has not been established.  
More recently, citrulline-specific reactivities against a number of citrullinated proteins, such 
as fibrinogen or vimentin, have been identified in RA patients [230]. Citrullination is a 
process by which arginine residues in a given protein are post-translationally modified 
(“deaminated”) in the presence of high calcium concentrations by an enzyme called PAD 
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(peptidyl arginine deaminase). Citrullination is a physiological process, which is believed to 
be important for degradation of intracellular proteins during apoptosis. Anti-citrullinated 
protein antibodies (ACPA) are found in 60-70% of RA-patients, but have been rarely 
detected in other diseases or healthy subjects [231]. Despite their unique (>95%) specificity 
for RA, the extent to which ACPA are directly involved in RA pathogenesis continues to be 
the subject of intense debate and investigation.  
Genetic factors are known to be critical in the disease pathogenesis. The estimated 
heritability of RA, i.e., to which extent a condition in a population can be explained by 
genetic variation, has been calculated as up to 60% [232-234]. Due to technical advances in 
genotyping, over the last few years, an increasing number of genetic variations that show an 
association with RA have been identified. 
The strongest and most relevant genetic risk factor for the development of RA, contributing 
around 30% to the total genetic effect, is found in the HLAII-encoding locus (chromosomal 
position 6p21.3). Similarities in HLA-DRB1 have been found among RA patients, exhibiting 
a common amino acid sequence at position 70-74 in the third hypervariable region of the 
DRβ1-chain. This sequence, consisting of glutamine/arginine-leucine/arginine-arginine-
alanine-alanine (Q(R)K(R)RAA), is associated with RA and has been termed the “shared 
epitope” [235-237]. This conserved amino acid sequence was thought initially to be situated 
in the antigen binding cleft of HLA-DRB1 and, thus implicated in binding of a putative 
arthritogenic peptide (“shared epitope hypothesis”)[235]. More recently, by crystallography 
techniques, it was verified that the shared amino acids actually face away from the antigen-
binding cleft. Interestingly, this shared epitope despite being a primary risk factor for RA 
per se, it also represents a risk factor for ACPA positivity [236], with these autoantibodies 
developing preferentially (but not exclusively) in patients that harbour one or two shared-
epitope alleles. Residues at the position 70-71 of the shared epitope have found to be critical 
for the affinitiy between HLA II molecules and the citrullinated peptides, and may influence 
risk of ACPA-positivity by modulating T-cells responses. In contrast to the sequence 
Q(R)K(R)RAA at position 70-74 in the third hypervariable region of the DRβ1-chain, the 
amino acid sequence DERAA at the same position have demonstrated an independent 
protective role in its carriers from the development of RA, even in the presence of coexisting 
shared epitope alleles.  The mechanism behind this protection conferred by DERAA 
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sequence remains to be elucidated. DERAA-encoding alleles are found in approximately 
30% of healthy caucasian individuals, but only in 16% of RA-patients [238, 239]. 
Non-HLA genetic association with RA has also been described. With the increasing number 
of genome-wide association studies, several polymorphisms at several genes, namely 
PTPN22, STAT4, CTLA-4, IL2RA, among many others, have been identified as risk factors 
for RA susceptibility [240-249]. However, the functionality of these polymorphisms remains 
to be formally established. Moreover, these non-HLA genetic variants invariably confer only 
very modest independent disease risk, often displaying individual odds ratios of little more 
than 1. The additive effects of such minor genetic determinants are unlikely to ever describe 
all of the unaccounted heritability of RA, and it seems likely that distinct genetic risk factors 
may provide multiplicative, rather than merely additive, combined risk, with gene 
environment interactions further completing the picture. 
Environmental factors are also key players in the induction, magnitude and rate of the disease 
progression, in individuals who are genetically susceptible. Among environmental factors, 
cigarette smoking has been described as the most important risk factor for RA. A correlation 
between cigarette smoking and an increased risk of severe disease, has been described, in 
proportion to the number of pack-years [249]. Moreover, smoking is seen to represent a risk 
factor for ACPA-positivity, particularly in the presence of shared epitope alleles (up to an 
estimated 21-fold as compared to shared-epitope negative non-smokers), illustrating the 
multiplicative effect of combined risk factors [248, 250]. Citrullinated proteins have been 
detected in bronchoalveolar lavage fluid from smokers but not from non-smokers, 
suggesting an induction of protein-citrullination by smoking, through a mechanism not fully 
elucidated [250].  
Other environmental factors, such as infectious microorganisms or sex hormones have also 
been proposed as risk factors for the disease. According to the available evidence, no 
compelling evidence has yet implicated a single microorganism as the cause for RA. The 
higher prevalence of RA in women and a tendency for disease to improve in pregnancy, 
suggests some influence of sex hormones in disease pathogenesis, although the precise 
relationship is not known [251].  
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The main affected tissue in RA is the synovium, which can be easily obtained by tissue 
biopsy. Largely driven by this factor, the histologic and cytokine pattern in the inflamed 
tissue has been extensively scrutinized.  
Rheumatoid synovium is classically hyperplastic, exhibiting a marked cellular infiltrate, 
which includes CD4+ T cells, CD8+ cells, B cells, plasma cells, neutrophils, natural killer 
(NK) cells and also NKT cells. The interaction of these cells with other residential synovial 
cells, including macrophages, fibroblasts, mast cells and dendritic cells, allows the release 
of a multitude of cytokines, chemokynes and other molecules that play an essential role in 
the continuation of the inflammatory process [252-254]. The inflamed synovium invades 
adjacent cartilage and promotes articular destruction, which is mediated by the activation of 
osteoclasts, chondrocytes and synovial fibroblasts [255]. 
The first analysis of the cytokine pattern of the rheumatoid synovium started in the 1980s, 
when cytokine cDNAs were cloned and tools to measure cytokine expression became 
available. It was observed that the rheumatoid synovium is enriched with almost every 
cytokine known, particularly key pro-inflammatory cytokines such as Tumor Necrosis 
Factor Alpha (TNFa), IL1 and IL6 [256-258]. By using short-term cultures of rheumatoid 
synovial cells and neutralizing antibodies against specific cytokines, it was possible to 
demonstrate the dominance of TNFa within the complex cytokine network existed in 
rheumatoid synovium [258]. A linear model was proposed at the time, in which TNFa would 
drive downstream cytokines, such as IL1 and IL6 sequentially [259]. These studies 
represented the first evidence revealing TNFa as a good target in RA.  
1.6 TUMOR NECROSIS FACTOR ALPHA  
TNFa, named for its ability to cause rapid necrotic tumor regression, was the first described 
member of the TNF ligand superfamily, which is known to have pleiotropic functions 
including cell proliferation, differentiation, activation and apoptosis [260]. TNFa is 
primarily produced by monocytes and macrophages, although T- and B-lymphocytes also 
produces significant amounts of TNFa [261, 262]. Other cells, such as neutrophils, 
endothelial cells, keratinocytes and fibroblasts may also be sources of TNFa during acute 
inflammatory responses [263]. Its synthesis is initiated by the transcriptional activation of 
the TNFa gene, which is largely driven by several nuclear factor-κB (NF-κB) responsive 
elements in the 5’ promoter region [264]. TNF gene lies in the class III region of the Major 
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Histocompability Complex (MHC), approximately 250 kilobases centromeric of the HLA-
B locus and 850 kilobases telomeric of HLA-DR [265]. TNFa expression is kept under tight 
control and the bulk of TNFa expression is regulated post-transcriptionally [266-269].  
TNFa exists in two bioactive forms, a transmembrane and a soluble form. It is initially 
expressed as a transmembrane protein of 26 KDa, which is proteolytically cleaved off the 
membrane by TNFa converting enzyme (TACE) to form a secreted protein of 17 KDa [270, 
271]. The 17KDa form of TNFa then aggregates into trimolecular complexes, which bind 
and activates its receptors.  
TNFa exert their functions via two different cell surface receptors: p55-TNFR (TNFR-I, 
CD120α) and p75-TNFR (TNFR-II, CD120b). p55-TNFR is virtually expressed in all cell 
types, whereas p75-TNFR exhibits more restrictive expression, confined to certain 
lymphocytes subpopulations, including CD4+ and CD8+ cells [272], B cells [273], 
thymocytes [274, 275], oligodendrocyte progenitors [276] and few other cell types [277, 
278]. Each of the cell types bearing p75-TNFR also expresses p55-TNFR. The ratio of their 
expression fluctuates according the cell type, its function and its activation state [279, 280].  
TNF receptors are initially synthesized as membrane-anchored proteins, but they can be 
released form the cell surface by proteolysis and are constitutively released in the circulation 
[281]. TNF soluble receptor levels increases in response to several stimuli, such as TNF, 
lipopolysaccharide (LPS), T cell and neutrophil activation [282-285]. The release of TNFR 
into the circulation in response to all of those stimuli leads to an acute decrease in the number 
of TNFR on the cell surface, which probably serves to transiently desensitize cells to the 
TNF action, while the soluble receptors might act as a physiological attenuators of the TNF 
activity, by competing for the ligand with the cell surface receptors.  
Both receptors display structurally similar extracellular domains but signal through distinct 
intracellular regions, with p55-TNFR containing a death domain that is not present in the 
p75-TNFR [286]. In general, TNFa largely relies on p55-TNFR for apoptosis and on p75-
TNFR for any function related to T-cell survival [279, 287-289]. Overall, TNFa binding to 
p55-TNFR activates apoptosis through a pathway involving the adaptor proteins p55-TNFR-
associated death domain (TRADD) and Fas-associated death domain (FADD), to coordinate 
downstream signalling by the caspase cascade [290]. By contrast, p75-TNFR signalling 
begins with the recruitment of the adaptor proteins TNF receptor-associated factor 1 (TRAF 
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1) and TRAF 2, ending with the mobilization and nuclear entry of the pro-survival 
transcription factor NF-κB to promote transcription of pro-survival genes [291, 292]. 
However, some degree of crosstalk and overlap in functions between the two receptors has 
been described, by mechanisms that are not fully known [293, 294]. 
The contribution of TNFa to joint inflammation and bone erosions is quite extensive. TNF 
is able to induce fibroblast-like synoviocytes and collagenases, inhibiting proteoglycan 
synthesis by articular chondrocytes, leading to cartilage destruction [295-299]. Additionally, 
TNFa also stimulate osteoclastogenesis and bone resorption, responsible for the erosive bone 
disease [300, 301]. 
However, the role of TNFa in immune pathophysiology is highly complex. Despite all the 
well-known pro-inflammatory properties of TNFa, an increasing body of evidence has 
emerged over the last years highlighting the immunoregulatory properties of TNFa [302, 
303].  
While TNFa overexpression in newborn NOD mice accelerates disease progression, in adult 
mice it is able to prevent autoimmune diabetes [304-308]. Despite the participation of TNFa 
in inflammatory demyelination of the central nervous system (CNS), demonstrated in several 
animal models, the blockade of TNFa in Multiple Sclerosis (MS) patients had completely 
unsuccessful results [309-318].   The same was verified by using TNFi in SLE patients and 
animal models of the disease, leading to the exacerbation of autoimmune phenotype. 
Similarly, prolonged TNF blockade in patients with RA or IBD have been associated with 
autoimmune phenomena [319-322].  
The level, timing and duration of TNFa exposure, as the differential distribution of TNF 
receptors in different cell types and the genetic background of the organism may account for 
such pleiotrophism [303, 323]. 
1.7 TNF INHIBITORS IN RA 
The critical role of TNFa in rheumatoid arthritis pathogenesis was successfully tested in 
animal models, such as collagen-induced arthritis. These studies provided the rationale for 
clinical trials of anti-TNFα therapy in patients with long-standing RA.  
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The first TNFi tested in RA occurred in 1992, using Infliximab: a chimeric mouse Fv-human 
IgG1 monoclonal antibody that binds soluble and membrane-bound TNFa with high 
neutralizing capacity [324]. The results were highly encouraging, as infliximab treatment in 
comparison to placebo, lead to a 60–70% reduction in the measures of disease activity, such 
as swollen or tender joint counts and inflammatory markers such as C-reactive protein (CRP) 
[325]. However, the duration of this study was very short in order to be able to have patients 
in placebo not dropping out. Longer follow up studies were only possible by enrolling 
patients with active disease despite therapy with methotrexate (MTX), one of the most potent 
therapies in RA. Consequently, infliximab trials have always been conducted in combination 
therapy with MTX, with treatment with infliximab plus MTX revealing significant better 
clinical and radiographic outcomes than MTX alone [326]. Long-term efficacy and safety 
had also been demonstrated. At 52-weeks of follow-up, infliximab treatment demonstrated 
improvement in patient’s quality of life and functionality [327]. The efficacy of infliximab 
has been demonstrated either in established as in early RA, ie, ≤ 3 years’ disease duration 
[327, 328]. Infliximab was approved for RA treatment in combination with MTX, with a 
recommended regimen of an i.v. infusion of 3mg/Kg body weight at 0, 2, 6 and every 8 
weeks thereafter, although higher doses (6 and 10 mg/Kg) had revealed slightly better 
outcomes, with no significant increase in adverse events [327, 328]. Dose escalation is 
recommended in case of partial or non-response, in an attempt to (re)gain efficacy. 
With the successful results obtained with infliximab, other clinical trials started to be 
conducted with other TNFi that were being developed at the time.   
The second TNFi to be tested in RA was Etanercept, a dimeric fusion protein comprised of 
two extracellular portions of p75-TNFR (75-kDa TNF receptors) linked to the Fc portion of 
a human IgG1. Only the junction between these two domains, the hinge region, is composed 
by few non-human a.a. residues. Etanercept inhibits TNFa activity by binding soluble and 
cell bound TNFa with high affinity and by competing with natural TNFa receptors. 
However, the affinity of etanercept to membrane TNFa is lower when compared with 
infliximab or adalimumab, two monoclonal antibodies targeting TNFa [329]. Etanercept can 
also neutralize lymphotoxin alpha (LTa). The efficacy and safety of etanercept have been 
demonstrated either in patients with persistently active RA despite MTX treatment, as well 
in MTX-naïve patients, with or without concomitant MTX [330-335]. However, 
combination therapy has been always associated with better clinical outcomes. Short and 
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long-term efficacy and safety of etanercept has been demonstrated, both in established and 
in early RA [332, 336, 337]. The recommended regimen is 25 mg s.c. twice a week or 50 
mg s.c. weekly, with equivalent efficacy and, with or without concomitant MTX [338]. 
Few years later, adalimumab emerged as the first fully human monoclonal antibody against 
TNFa. Adalimumab is an IgG1κ monoclonal antibody, made by phage display technique. 
Adalimumab has also proven efficacy and safety in both longstanding and early RA, MTX 
resistant or not [339-343]. Again, a synergistic effect was verified with the concomitant 
MTX in comparison with MTX alone or adalimumab alone [340, 342]. Therefore, although 
approved in monotherapy for the treatment of RA, adalimumab is recommended in 
association with MTX, in a dose of 40 mg subcutaneously every other week. 
Recently, two other TNFi were introduced in the market: golimumab and certolizumab, for 
RA treatment.  
Golimumab is an IgG1κ monoclonal antibody produced through genetically engineered 
transgenic mice immunized with human TNF, resulting in an antibody with human-derived 
antibody variable and constant regions. It has high specificity and affinity for soluble and 
transmembrane TNFa [344]. Similar to the previous TNFi, short and long-term efficacy and 
safety have been demonstrated in patients with either early or longstanding RA, MTX-
resistant or MTX-naïves patients, in monotherapy or in combination with MTX [345-348]. 
Because golimumab was the fourth TNFi entering in the market, it was important to assess 
its safety and efficacy in patients who had been previously submitted to one or more TNFi 
(switcher patients). This study, conducted up to 14 weeks, revealed better therapeutic 
outcomes in golimumab-group than in placebo-group. The type of previous TNFi was not 
considered and, although it was described that 58% of patients had switched due to lack of 
effectiveness and 53% due to other reasons (intolerance and accessibility issues), the 
outcomes were not compared between these two groups [349]. Nevertheless, golimumab 
was considered efficient and safe for both biologic naïve and switcher patients, at a 
recommended dosage of 50 mg s.c. once a month [344]. 
Certolizumab is a PEGylated recombinant, humanized antibody Fab’ fragment 
specific for human TNFa. Several clinical trials have demonstrated superior efficacy 
of certolizumab plus MTX versus MTX alone at 24 weeks of treatment. The 
combined therapy significantly improved disease activity scores, inflammatory 
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parameters, radiographic progression, patients’ functionality and quality of life [350, 
351]. When compared with placebo, certolizumab-treated patients also exhibited 
better clinical outcomes at week 24 [352]. Certolizumab has also shown efficacy in 
RA patients with secondary inadequate response or intolerance to previous TNFi 
(switchers) [353, 354]. Certolizumab is approved for RA treatment at a recommended 
initial dosage of 400 mg at weeks 0, 2 and 4, followed by maintenance dose of 200 
mg every other week. A more convenient dosing regimen of 400 mg every four weeks 
can be, however, considered. 
The therapeutic success of TNFi has motivated the emergence of other anti-cytokine drugs 
for RA treatment. However, TNF blockade still represent the most widely used strategy 
adopted in RA patients.  
1.8 NON-TNFI BIOLOGIC THERAPIES IN RA 
Although TNFa has been shown to play a central role in RA physiopathology, it has also 
been demonstrated that TNFa is not absolutely required for osteoclastogenesis, osteolysis 
and erosive arthritis, since all of those events may occur in the absence of TNFa [355-357]. 
Additionally, there is still a subgroup of RA patients that never achieve response to TNFi 
agents, being described in the literature as the “TNF-independent” RA. Taken together, this 
evidence propelled the introduction of biologic therapies with different targets than TNFa 
for the treatment of RA, with successful results.  
Anakinra is a recombinant, non-glycosylated version of the human interleukin-1 receptor 
antagonist (IL-1Ra) that competitively inibiths the binding of IL1 to IL1 receptor. IL1 is a 
pivotal pro-inflammatory cytokine mediating many cellular responses including those 
important in synovial inflammation and subsequently joint destruction in RA [358]. A 
correlation has been reported between IL1concentration in the plasma and the activity of the 
disease [359]. Clinical trials of anakinra have shown that it reduces the signs and symptoms 
of active disease and slows the rate of radiographic destruction in adults with RA [360, 361]. 
Anakinra was approved by EMA in 2002 for the treatment of moderately to severely active 
RA patients who have failed one or more synthetic disease-modifying antirheumatic drugs 
(DMARDs) [362]. Anakinra can be used alone or in combination with DMARDs other than 
TNFi, in a daily subcutaneous injection of 100 mg. Although no direct head-to-head studies 
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have been performed between anakinra and other biologics, such as TNFi, indirect 
comparisons with adalimumab, etanercept and infliximab, showed a trend towards greater 
efficacy for the TNFi [363]. Anakinra also seems to be associated with comparably high 
rates of injection reactions [363]. Such evidence has lead to an underuse of anakinra in RA 
and in nowadays its use is merely occasional [364].   
Rituximab is a chimeric human-murine anti-human antigen CD20 monoclonal antibody 
[365]. Initially developed for the treatment of certain lymphomas, the efficacy and safety of 
rituximab for the treatment of RA have been extensively demonstrated in both clinical trials 
and observational studies [366-372]. Although their efficacy was verified in methotrexate-
naive patients and as first line biologic therapy for RA treatment, a favourable risk-to-benefit 
ratio has not been established in these populations.  Therefore, in RA, rituximab is only 
approved in combination with methotrexate for treatment of moderately to severely active 
RA, in adults with disease that has shown inadequate response to ≥1 TNFi [365]. The 
recommended regimen is 1 g administered i.v. 2 weeks apart, on days 1 and 15 (for a total 
of 2 doses). A similar course of rituximab might be repeated every 24 weeks or based on 
clinical response, although no sooner than every 16 weeks between courses [365]. 
Abatacept is a recombinant fusion protein with an extracellular domain of human cytotoxic 
T-lymphocyte-associated antigen (CTLA-4) and modified Fc domain of human 
immunoglobulin G1.  CTLA4Ig binds to CD80 and CD86 on antigen-presenting cells, 
blocking the engagement of CD28 on T cells, thus preventing T-cell activation [373]. The 
efficacy and safety of abatacept were demonstrated for early or longstanding active RA, in 
MTX-resistant or MTX-naïve population, in combination or not with MTX [374-376]. 
Moreover, treatment with abatacept has been also efficacious in patients who had had an 
inadequate response to TNFi therapy, with clinical improvements observed at 6 months and 
maintained throughout the next 2 years [377]. Therefore, abatacept can be used alone or with 
other DMARDs for the treatment of active RA despite synthetic DMARD therapy. 
Abatacept was recently approved in Europe as first-line biologic therapy in RA. The 
recommended dosage varies according to the patient’s weight [373], as following: <60 kg 
weight: 500 mg i.v. at 0, 2, and 4 weeks, then every 4 weeks; 60–100 kg weight: 750 mg i.v. 
at 0, 2, and 4 weeks, then every 4 weeks; >100 kg weight: 1 g i.v. at 0, 2, and 4 weeks, then 
every 4 weeks.  
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Tocilizumab is a recombinant humanized IgG1monoclonal antibody specific for IL6 
receptor [378]. The efficacy and safety of tocilizumab have been demonstrated by several 
RCTs, in different RA subpopulations: in patients with early or longstanding resistant RA, 
despite conventional synthetic DMARDS (MTX, chloroquine or hydroxychloroquine, 
sulfasalazine, leflunomide, azathioprine, or parenteral gold); in MTX-naïve patients; either 
in combination with MTX or as monotherapy [379-385]. Tocilizumab has also been tested 
in patients with moderate to severe RA who had a previously inadequate response to TNFi 
related to safety or inadequate efficacy [381]. Notably, high remission rates have been 
observed with tocilizumab treatment. Studies enrolling MTX- or other synthetic DMARDs-
inadequate responders have revealed remission rates at 6 months that rage from 27%-30.2% 
in patients receiving tocilizumb, in comparison to 0.8%-3.4% in the placebo-DMARDs 
group [379, 380]. Even greater results have been described in observational studies, where 
50 to 60% of tocilizumab-treated patients achieved remission after 6-12 months of therapy 
[386-389]. Additionally, tocilizumab has been, so far, the only agent showing no inferiority 
(or even slight superiority) in monotherapy when compared with combination therapy with 
MTX. A significant higher remission rate was verified among patients treated with 
tocilizumab monotherapy (34%) when compared to MTX (12%) [382, 383]. Tocilizumab is 
also approved in Europe as first-line therapy for RA treatment, either in monotherapy or in 
combination with synthetic DMARDS. The recommended dosage is 4 mg/kg i.v. once every 
4 weeks, which may be increased to 8 mg/kg once every 4 weeks based on clinical response. 
Doses higher than 800 mg are not recommended [378]. 
Many other cytokines are currently under investigation for its role in RA. Recent research 
has revealed that the complexity of cytokine network is far more complex than the linear 
model initially proposed with TNFa at the apex controlling all downstream mechanisms.  
1.9 THE CURRENT MANAGEMENT OF RA AND THE TREAT-TO-TARGET 
STRATEGY 
The general approach to RA treatment has changed remarkably in recent years. The key 
message from many recent studies is the requirement for early recognition of disease and 
early “aggressive” intervention with traditional synthetic DMARDs and if necessary with 
biologic DMARDs, to that remission or at least low disease activity can be achieved [364, 
390]. Examples of traditional synthetic DMARDs are Methotrexate (MTX), Salazopirine 
(SLZ), hydroxicloroquine (HCQ) or Leflunomide (LFN). 
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Disease activity is commonly assessed in RA by a composite index, named DAS28 
(Modifyied Disease Activity Score). This index evaluates:  the number of tender and swollen 
joints in 28 predefined joints (including small joints of the hands and feet, elbows, shoulders 
and knees); the erythrocyte sedimentation rate (ESR, mm/1st h) or C-reactive protein (CRP, 
mg/dL); and patient global assessment, through a visual analogue (0-10) scale. The DAS28 
can be calculated using the following formula: DAS28 = 0.56 * sqrt(tender28) + 0.28 * 
sqrt(swollen28) + 0.70 * ln(ESR) + 0.014 * GH [391]. 
Clinical remission has been until very recently defined as DAS28<2.6 [392]. However, such 
definition has not been regarded as sufficiently stringent today to define remission, since 
multiple joints can remain swollen or tender at that score [393-396]. This led the Ammerican 
College of Rheumatology (ACR) and the European League Against Rheumatism  (EULAR), 
together with the Outocome Measures in Rheumatology Initiative (OMERACT) to form a 
committee to redefine remission in RA. It was agreed that remission should be defined as: 
1) when scores on tender joint count, swollen joint count, CRP (mg/dL) and patient global 
assessment (0-10 scale) are all ≤ 1 or 2) when the score on the Simplified disease Activity 
Index (SDAI) is ≤ 3.3 [390]. SDAI is an index similar to DAS28 (CRP, mg/dL) that 
additionally includes the physician global assessment of disease activity through a visual 
analogue (0–10) scale [397].  
Despite remission is today the treatment target in RA, low disease activity defined by 
composite measures, such as DAS28<3.2, might be an alternative goal for many patients 
who cannot attain remission, such as those with long-standing disease [398, 399]. 
The importance of an early diagnosis in RA has recently lead the EULAR Task Force to 
reformulate the RA classification criteria, such that it would be possible to identify more 
patients at very early stages of the disease. The early institution of DMARDs lead to better 
structural and functional outcomes [400-403]. 
The therapeutic target should ideally be achieved within the first 3 months of diagnosis and 
definitively attained by a maximum of 6 months [404], as there is evidence that disease 
activity states at 3–6 months after treatment initiation predict outcome at later time points 
[405]. If there is no improvement by at most 3 months after treatment start or the target have 
not been reached by at 6 months, therapy need to be adjusted. Such strategy requires fast and 
assertive therapeutic decisions, with a tight control of disease activity [406-408]. However, 
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the abundant therapeutic options available and insufficient information on differential 
efficacy and safety, make treatment decisions in clinical practice remains highly challenging.  
The EULAR Task Force is continuously updating recommendations for the management of 
RA with synthetic and biologic DMARDs, based on systematic literature reviews and expert 
opinion committee. Several countries, including Portugal, have based their own national 
recommendations on such EULAR guidelines.  
According to the last published recommendations, MTX remains the anchor drug on RA 
treatment and should be part of the first treatment strategy in patients with active RA [364]. 
Despite MTX has revealed to be effective as monotherapy in some RA patients, in the 
majority of the cases a combination therapy with glucocorticoids and other synthetic or 
biologic DMARDs are required [328, 409, 410]. Low dose glucocorticoids should also be 
part of the initial treatment strategy (in combination with MTX or other synthetic DMARDs) 
for up to period of 6 months, after which its risk- benefit profile is not clear yet [411, 412].  
If the treatment target is not achieved within 3-6 months of the first DMARD strategy, and 
in the absence of poor prognostic factors, switch to, or the addition of, other synthetic 
DMARDs might be an option. If poor prognostic factors are present, such as high disease 
activity, autoantibody positivity (rheumatoid factor and/or antibodies to citrullinated 
proteins) and the early presence of joint damage, addition of a biologic DMARD should be 
considered [413, 414]. 
Currently, there are several biologics approved for RA treatment: five TNFi (one chimeric 
mAb, Infliximab; two fully-human mAbs, Adalimumab and Golimumab; one construct p75-
TNFR-Fcγ soluble receptor, Etanercept; and one F(ab)2’ fragment, Certolizumab, which has 
very recently approved in Portugal); one IL6-R antagonist, Tocilizumab; one CTLA4-Fcγ 
construct, Abatacept and one anti-CD20 agent, Rituximab.  
Overall, similar efficacy and safety profile have been found in the different Randomized 
Clinical Trials (RCTs) but there are very few comparative head-to-head RCTs involving the 
different biologics approved for RA treatment [415, 416]. Indirect inferences have been 
drawn from systematic reviews of the literature and meta-analysis of RCTs. Those pooled 
analysis have revealed no significant differences in efficacy between the different TNFi 
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[417-422]. However, the majority of those results were associated with very large confidence 
intervals and significant heterogeneity between studies, which may have clinical relevance.  
Both TNFi, Il6-R antagonist and abatacept can be now used as first-line biologic therapies 
in patients responding insufficiently to MTX and/or other synthetic DMARD strategies, with 
or without glucocorticoids [415, 416, 423-425]. 
Rituximab, despite effective in MTX-naïve patients and as a first-line biologic agent, did not 
show a favorable risk-to-benefit ration in these populations. Therefore, it may be used as 
first-line therapy in cases where contra-indications exist for other agents, such as recent 
history of lymphoma, latent tuberculosis with contraindications to the use of 
chemoprophylaxis, living in a tuberculosis-endemic region, previous history of 
demyelinating disease or recent history of malignancies [426, 427].  
Significant disparities between data obtained from randomized versus observational studies 
in RA patients treated with biological have been observed by several investigators [420, 428, 
429]. Emerging evidence from observational registries suggests differences in the 
effectiveness of different biologics, although with some inconsistencies. From the analysis 
of Dutch Rheumatoid Arthritis Monitoring (DREAM) registry, by monitoring RA patients 
who start on TNFi agents for the first time, it was verified that over one-year of follow-up, 
patients treated with etanercept or adalimumab had a significant decrease in DAS28 than 
patients receiving infliximab. No significant differences in the one-year effectiveness were 
verified between etanercept and adalimumab [430]. In contrast, the results from the Danish 
DANUBIO registry revealed clinical superiority from adalimumab over etanercept [431, 
432]. Consistent results across several observational studies have revealed higher drug 
survival for etanercept in comparison with infliximab or adalimumab [422, 432-435]. 
Given such heterogeneity among the published studies, the EULAR Task Force decided that 
no preference of one over another biological agent should be expressed in the EULAR 
recommendations for the management of biologic-naïves RA patients. Thus, the choice 
between different biologics remains an empirical rather than a scientific-based decision. 
Despite the great overall clinical benefit that biologics have brought to the RA patients, some 
are never able to achieve therapeutic response to those therapies or, more often, they loose 
an initial good response over time, usually within the first year of therapy. In case of non-
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response to the current biologic therapy, assessed at every 3 months, patients should switch 
to another biologic agent, of similar or different mechanism of action. Similarly of what was 
described for biologic-naïve patients, the Task Force has considered that current evidence 
does not suggest superiority of any one agent over others in biologic-experienced patients. 
Therefore, the choice of the next therapy also represents an empirical clinical decision.  
Several observational studies, including meta-analysis results, have shown the effectiveness 
and safety of switching between different TNFi [436-440]. However, the heterogeneity that 
is often observed in those pooled analysis, also suggests that therapeutic response to 
subsequent TNFi may vary according to different subgroups of switchers. Better outcomes 
have been achieved in switchers that had discontinued the previous TNFi by loss of efficacy 
(secondary non-response) or adverse events, when compared with patients that had never 
achieved response to the first TNFi [440-444]. Other analyses have suggested that patients 
who had already experienced failure to etanercept are unlikely to achieve response to another 
TNFi agent [443, 445, 446], although not consistently [447-449]. Some studies have reported 
that the likelihood of response to subsequent TNFi declines with the increasing number of 
previous TNFi, with some revealing an inefficiency of the third TNFi after the failure of two 
previous TNFi [446, 450]. Two independent prospective cohort studies, from the British 
Society for Rheumatology Biologics Register and from the Swiss Clinical Quality 
Management RA cohort, revealed that switching to Rituximab (B-cell depleting agent) is 
more effective than switching to another TNFi [372, 451]. Contradictory results exist, 
revealing no differences in efficacy and safety by switching from one TNFi to another TNFi 
versus to an agent with different mechanism of action [452-454].   
In all the above mentioned studies, the reason for therapeutic failure is never taking into 
account and switchers have been always considered as a homogeneous group. However, 
such heterogeneity in the results is likely due to some confounder(s) factors that were not 
properly addressed. Over the last years, an increasing number of papers have revealed a clear 
association between the presence of ADAb and poor therapeutic responses [153, 160, 195, 
210, 211, 213, 455, 456]. Differences in immunogenicity among individuals and among 
different therapies might well underlie such heterogeneity. Despite the biologic plausibility 
for the interference of ADAb on the therapeutic outcomes of patients receiving biologic 
therapies, this notion did not permeate the clinical practice and immunogenicity assessment 




2 OBJECTIVES/SCOPE OF THE THESIS 
Accumulating evidence has suggested that drug immunogenicity might be one of the major 
factors underlying therapeutic inefficacy. Thus, its routine assessment might represent a 
powerful tool to optimize the use of biologic therapies. However, the clinical significance of 
drug immunogenicity is not formally established. Additionally, the way drug levels and anti-
drug antibodies (ADAb) should be assessed and integrated in routine clinical practice 
remains to be defined.  
The main objectives of this thesis work are: 
1. To formally document the impact of ADAb in therapeutic responses  
Given the clinical, scientific and societal/economic relevance of the topic, the clinical 
consequences of drug immunogenicity need to be clearly defined.   
Systematic reviews of the literature with meta-analysis represent today the top of the 
evidence for clinical decision-making. Meta-analysis is a statistical technique for combining 
data from independent studies, having higher statistical power to detect an effect than 
individual studies. Moreover, it is less influenced by local biases than single studies will be, 
as it combines several studies. Therefore, we aim to determine the clinical impact of drug 
immunogenicity on therapeutic efficacy/effectiveness, by conducting a systematic review of 
the literature with a meta-analysis.  
2. To evaluate the impact of drug immunogenicity on drug safety profile  
Some studies have revealed an association between the presence of ADAb and acute adverse 
reactions to infusions of biologics, though other reasons may mediate such type of adverse 
reactions. We aim to evaluate the association between the presence of ADAb and infusion-





3. To define a convenient assay to assess immunogenicity on routine clinical 
practice 
After establishing the clinical relevance of drug immunogenicity, the way drug 
immunogenicity can be assessed in routine clinical practice might be defined. 
Radioimmunoassay-Antigen Binding Test (RIA-ABT) has been considered by many as the 
“gold standard” to quantify ADAb. However, RIA requires high radioactivity dose and 
special conditions to its implementation. We aim to compare the assay performance in the 
detection of ADAb between a newly developed Bridging ELISA with RIA-ABT, while a 
simple ELISA will be tested to assess serum drug levels.  
4. To construct and test an algorithm for therapeutic decisions based on explicit 
biomarkers of immunogenicity 
We aim to integrate immunogenicity information in the current clinical approach of patients 
receiving biopharmaceuticals. We intend to design a new treatment algorithm introducing 
immunogenicity data. The concordance between rheumatologist´s current clinical practice 
and our proposed algorithm will be assessed. Therapeutic response rates, over one year, 
between patients who followed the proposed algorithm and patients who followed other 
therapeutic strategies will be compared. Secondarily, we aim to evaluate the role of ADAb 
as a mediator of therapeutic response. 
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3 RESULTS 
3.1 THE IMMUNOGENICITY OF TNFI THERAPIES IN IMMUNE-
MEDIATED INFLAMMATORY DISEASES – A SYSTEMATIC REVIEW 
OF THE LITERATURE WITH A META-ANALYSIS 
3.1.1 Introduction 
Tumor Necrosis Factors Inhibitor (TNFi) therapies, such as infliximab, adalimumab 
and etanercept, are effective in treating Rheumatoid Arthritis (RA), Spondyloarthritis 
(SpA), Psoriasis (Ps) and Inflammatory Bowel Diseases (IBD), such as Crohn’s 
Disease (CD) and Ulcerative Colitis (UC).  Some patients maintain active disease and 
others show loss of efficacy after continued treatment [457]. Recent studies have 
highlighted drug immunogenicity as a mechanism behind treatment failure [153, 160, 
458]. 
Immunogenicity is the ability that biotechnology-derived therapeutic proteins have in 
generating antibodies against themselves, since they contain unique sequences that can 
elicit an immune response [60]. 
The European Medicines Agency (EMA) and Food & Drug Administration (FDA) 
define the assessment of immunogenicity as mandatory for the approval of 
biopharmaceuticals; however, clinical trials may not reflect true immunogenicity 
induced by long-term treatment.  
Quantification of such antibodies is challenging and undertaken by different assays 
[202, 205, 209, 459, 460]; assays have been optimized with improved sensitivity and 
specificity [196, 213, 461-463]. New evidence reveals a significant impact of 
immunogenicity on treatment response to biologics [153]. 
A systematic review (SR) and meta-analysis (MA) were undertaken to evaluate the 
impact of anti-drug antibodies (ADAb) on therapeutic response and the effect of 
immunosuppression (IS) on ADA detection. 
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3.1.2 Methods 
We followed the PRISMA guidelines for reporting SRs and MAs and MOOSE 
recommendations for observational studies [464, 465]. 
3.1.2.1 Eligibility Criteria  
To be included in this review, studies had to meet the following pre-defined eligibility 
criteria, defined according to the “PICOS” strategy [465]. The rationale for these 
criteria is also provided [466-469] – Table 1. 
3.1.2.2 Data Sources 
A comprehensive search strategy was designed to retrieve relevant clinical data from 
published literature. The following databases were examined up to August 19 2012: 
PubMed, EMBASE and Cochrane Library. Article reference lists were also scanned. 
The following search terms were used: ((“Arthritis, Rheumatoid”) OR (“Spondylitis, 
Ankylosing”[470]) OR (“Arthritis, Psoriatic”[Mesh]) OR (“Psoriasis”[Mesh]) OR 
(“Colitis, Ulcerative”[Mesh]) OR (“Crohn Disease”[Mesh])) AND “Treatment 
Outcome”[Mesh] AND ((“TNFR-Fc fusion protein “[Substance Name]) OR 
(“infliximab “[Substance Name]) OR (“Adalimumab “[Substance Name])). 
3.1.2.3 Study Selection 
Two independent authors selected studies and extracted data. Disagreements were 
resolved by discussion between the two reviewers. To ascertain the validity of eligible 
studies and to minimize the risk of bias, two blinded reviewers determined the adequacy 
of study characteristics. We decided to use more broad inclusion criteria and then to 
perform metaregressions, subgroup analyses, and sensitivity analysis, rather than using 
highly restrictive study quality assessment scores [464]. 
3.1.2.4 Data Extraction 
The following information was extracted from each study: 1) Population demographic 
characteristics: age, gender; 2) clinical data: diagnostic criteria and disease activity; 3) 
treatment: TNFi, duration, dose, schedule, route of administration, immunosuppressors; 
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4) exposure and outcome: therapeutic response, serum trough ADAb, time of 
assessment, assay; 5) publication: study design, follow-up period, author, year.  
3.1.2.5 Statistical Analysis 
Data were analyzed by calculating risk ratios (RR) for each study and performing forest 
plots; uncertainty was expressed by 95% confidence intervals (CI). Assuming clinical 
and methodological heterogeneity in the available body of evidence, random-effects 
models (REM), according to the Laird method, were used to cluster the results. 
Heterogeneity of study results was examined by calculating the χ2 test for heterogeneity 
(when the χ2 test had a P< 0.1) and the I2 measure of inconsistency [471]. Potential 
sources of heterogeneity were explored through analysis of the following predefined 
subgroups and confirmed through meta-regression: a) primary diagnosis b) proportion 
of patients co-treated with IS: methotrexate (MTX) or azathioprine/6-mercaptopurine 
(AZA/MCP); c) proportion of patients who underwent TNFi dose escalation; d) 
proportion of patients who started with higher initial doses of TNFi; d) scheduled 
treatment regimens; e) assay for ADAb detection; f) population characteristics and g) 
study characteristics. Publication bias was analyzed through the Egger’s plot and test. 
STATA version SE 12 was used. 
3.1.3 Results 
Figure 5 shows the flow of studies through the SR process. Search of literature 
databases yielded 2082 references. Seventeen eligible studies were evaluated 
quantitatively, through MA. Five additional studies were exclusively qualitatively 
assessed because of significant missing data, but considered important evidence. 
To address the impact of ADA on drug response, 865 patients (540 RA, 132 SpA, 58 
Ps, 130 IBD) from 12 observational prospective cohort studies were analyzed [153, 
211, 213, 455, 458, 463, 472-477]; and 5 additional studies were described qualitatively 
[212, 478-481] – Table 2. 
Two publications used the same cohort of patients.[153, 455] We selected “Bartelds 
2007” for the MA based on it being the original study and showing less heterogeneity 
in the pooled analysis – Figure 6 and Figure 7.  
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Two studies had multiple time points of assessment [211, 463].  The 12-month time 
point was selected for the MA, because of consistency with the included studies and 
less heterogeneity in the pooled analysis – Figure 8 to Figure 10.  
Overall, detectable ADAb reduced the drug response rate by 68% (RR=0.32, 95%CI= 
0.22-0.48) – Figure 11. Significant between-study heterogeneity was observed 
(I2=45.5%, p=0.037). Seeking for potential sources of heterogeneity, we observed a 
trend to an increased effect size in studies where the proportion of patients co-treated 
with IS (%IS) was <67% - Figure 12. However, univariate meta-regression did not 
detect %IS as a significant effect modifier of the effect of ADA on response rates - 
Table 3.  A closer look at these subgroups showed that among studies where %IS <67%, 
detectable ADAb was associated with a reduction in therapeutic response by 78% 
(RR=0.22, 95%CI=0.12-0.39) and in studies where %IS ≥67%, the effect size reduction 
of drug response was attenuated to 59% (RR=0.41, 95%CI=0.27-0.62) – Figure 12.  
Univariate meta-regression detects the proportion of patients co-treated with MTX 
(%MTX) as a significant effect modifier of ADAb on drug response – Table 3. In the 
subgroup analysis, we observed that in studies where %MTX<74%, the presence of 
ADAb reduced therapeutic response by 77% (RR=0.23, 95%CI=0.15-0.36), while in 
studies where that proportion was ≥74%, the effect size reduction was attenuated to 
51% (RR=0.49, 95%CI=0.35-0.69) – Figure 13. 
Univariate meta-regression also showed primary diagnosis (AR vs others) and initial 
higher doses of biologics to be significant effect modifiers of the effect of ADAb on 
drug response - Table 3. We verified a decreased effect size in studies evaluating RA 
patients and in studies where patients received initial lower doses of biologics – Figure 
14 to Figure 16. These studies are also those with lower proportion of patients receiving 
IS and MTX. Significant heterogeneity in the pooled analysis was abrogated by 
dividing the studies according to the proportion of patients receiving IS, and particularly 
MTX, independently of the disease or the doses of biologics that were used. 
The impact of ADAb on drug response was not significantly affected by the proportion 
of patients who underwent TNFi dose escalation – Table 3.  
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We could not test the effect size modification by scheduled treatment regimens or by 
the assay used for ADAb detection since most studies used schedule regimens and RIAs 
to assess ADAb.  
The Egger’s test provided evidence for no significant publication bias – Figure 17. 
Studies with etanercept were not analyzed quantitatively because they did not fit the 
eligibility criteria and/or because no anti-etanercept antibodies were detected. Three 
studies are described qualitatively. Both described absence of anti-etanercept 
antibodies, by using Bridging ELISA and fluid-phase RIA, in a total of 332 RA patients 
[212, 480], and 53 AS patients [478], treated with 25 mg twice weekly or 50 mg weekly 
– Table 2. The absence of anti-etanercept antibodies persisted 3 months after therapy 
withdrawal [478]. 
We found two additional studies among Ps patients, which could not be included in the 
MA due to missing data. In a study enrolling 15 Ps patients receiving infliximab, those 
with detectable ADAb had higher PASI values than patients without such antibodies 
(PASI (mean, sd)= 10(4.9) vs. 5.3(2.4); p=0.02) [481]. Similarly, another study, among 
22 PsA patients, revealed that ADAb-positive patients had a significantly worse DAS28 
at 12 months of adalimumab therapy, when compared with patients without such 
antibodies (DAS28 (SEM)= 5.05 (0.84) vs. 2.58 (0.32); p=0.01) [479].  
To address the influence of IS on the detection of ADAb 936 patients (376 RA, 94 SpA, 
29 Ps, 437 IBD) from 12 studies were analyzed quantitatively [153, 159, 160, 211, 455, 
473-476, 482-484] – Table 2. 
MTX (dose range: 7.5-25 mg/wk) was the main immunosuppressor used in RA patients; 
AZA (2-2.5 mg/Kg/d) or MCP (1-1.25 mg/Kg/d) were the main immunosuppressors 
used in IBD patients. 
ADAb were assessed through slightly different fluid-phase RIAs,[455, 474, 476, 484] 
and 3 different ELISA methods [159, 160, 211, 473, 474, 482, 483]. 
Two of the included studies used the same cohort of patients [153, 455, 484]. We 
selected “Bartelds 2007” for the MA based on the fact that it was the original study and 
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also the one that offered lower heterogeneity in the pooled analysis – Figure 18 to 
Figure 20.  
Immunosuppressors reduced the proportion of patients with detectable ADAb by about 
41% (RR=0.59, 95%CI=0.50-0.70) – Figure 21. Meta-regression confirmed the assay 
as a significant source of heterogeneity – Table 3. Concomitant IS reduced detectable 
ADA by 64% (RR=0.36; 95%CI=0.23-0.55) when RIA was used to detect ADAb, 
while when ELISA methods were used the effect size reduction of detectable ADA was 
attenuated to 37% (RR=0.63, 95%CI=0.42-0.67) – Figure 22. 
It was not possible to evaluate potential differences in detectable ADAb between MTX 
and AZA/MCP, due to limited data. 
The Egger’s test provided evidence of significant publication bias for the studies 
evaluating the effect of immunosuppression on ADA production – Figure 23. Positive 
results may be more likely to be published. However, the presence of small and 
heterogeneous studies may also underlie that result. 
3.1.4 Discussion 
Immunogenicity reduces therapeutic response to TNFi, an effect that is attenuated by 
immunosuppressors. Detectable ADAb decreases TNFi response by as much as 80%. 
This contrasts with descriptions in most RCTs, considering immunogenicity as a minor 
problem [326, 340, 485, 486]. ADAb might reduce drug efficacy by competing with 
the endogenous ligand (neutralizing antibodies) and/or by forming immune complexes, 
which accelerates the clearance of the drug from the circulation, decreasing its 
bioavailability. Anti-idiotypic antibodies, which include neutralizing antibodies, 
represent the most significant part of the antibody response against infliximab and 
adalimumab [192, 197, 198]. The detection of ADAb is technically challenging and the 
assay may influence the results. The majority of studies in this paper used two 
independent but similar RIAs, with higher specificity than ELISAs [196, 202, 209, 
461]. They are both fluid-phase RIAs, which avoids the artifacts induced by solid-phase 
adsorption of proteins and they both detect ADA against drug-F(ab’)2, not favoring the 
detection of low-avidity antibodies. RIA is less susceptible than ELISAS to drug 
interference and is able to detect monovalent IgG4 ADA, which may represent a 
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significant proportion of ADAb [17, 209].  ELISAs have been the main method used in 
RCTs, perhaps explaining the contrasting descriptions in RCTs. We believe that the 
association remains underestimated: four of the included studies used ELISAs; the 
assays employed cannot detect ADAb that are in complex with the drug, not even RIA 
and we included EULAR moderate response within the responder group. 
Despite few published studies reporting anti-etanercept antibodies [331, 333, 487, 488], 
all showed transient low titers, with no impact on drug response; this suggests the 
presence of “binding antibodies” or false positive results, since ELISAs of low 
specificity were used. Etanercept is administered more often than other biologics, 
possibly creating more drug interference in ADA detection. However, the absence of 
anti-etanercept antibodies has been confirmed months after therapy withdrawal [478]. 
Etanercept also blocks lymphotoxin-alpha (LTa), which among other functions is 
important for germinal center formation [489]. The involvement of LTa on drug 
immunogenicity remains unknown. The absence of clinically significant 
immunogenicity attributable to etanercept is consistent with the higher drug survival 
that has been reported for etanercept in comparison with infliximab or adalimumab 
[432, 490, 491]. 
Factors able to modulate the clinical impact of immunogenicity need to be identified.  
We verified that concomitant IS attenuated the impact of ADA on drug response, 
particularly MTX. The exact mechanism remains unknown. Concomitant MTX has 
been shown to be efficient in reducing immunogenicity in a dose-dependent manner, 
either by reducing the frequency of detectable ADA or by delaying its detection [195, 
211, 492]. The time point of ADA assessment is also important. In our MA the majority 
of included studies assessed ADA at 12 months, showing a lower ADA frequency in 
patients receiving concomitant IS. That reduction was more apparent when RIA was 
used compared with ELISA methods (64% reduction vs. 34%), which may be explained 
by the increased specificity and less drug interference of RIAs over ELISAs.  
These results are of high clinical interest, since they reveal a putative beneficial role of 
concomitant IS in diseases such as SpA, by modulating immunogenicity, increasing 
drug survival and treatment effectiveness. A recent study, in Ankylosing Spondylitis 
(AS) patients, failed to demonstrate the influence of MTX on infliximab 
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pharmacokinetics [493]. Infliximab is administered more frequently and at higher doses 
in AS, compared to RA, which may create drug interference and false-negative results 
if highly drug-sensitive assays are used to detect ADAb.  That study was conducted up 
to 18 weeks of infliximab treatment, which for some patients may be too early for full 
development of immunogenicity. RCTs, with larger follow-up times should be 
conducted to show the beneficial effect of IS/MTX in these patients. 
We could not assess differences between MTX and AZA/MCP regarding their impact 
on ADAb detection, due to the low number of studies using AZA/MCP and the fact that 
some studies in IBD also enrolled patients receiving MTX, who cannot be separated 
from the group receiving IS. However, univariate meta-regression detected  %MTX as 
a significant source of heterogeneity, but not %IS (MTX + AZA/MCP).  Subgroups 
based on  %MTX resulted in homogeneous groups, whereas, the same did not happen 
for %IS subgroups. Further studies are warranted to verify whether this effect modifier 
is extended to other immunosuppressive agents and whether dose and scheduled 
regimens influence response by detectable ADA. 
In some trials, initial higher doses of infliximab or adalimumab have revealed to be less 
immunogenic [159, 494]. It is not clear if that is a true effect or just an assay limitation 
of detecting ADAb in the presence of high drug concentration. We could not draw any 
conclusions in our MA because the studies that used higher biologic doses enrolled only 
patients with SpA, Ps and IBD, who also had lower proportion of patients co-treated 
with IS, confounding the results. Moreover, the limited number of studies and the 
clinical heterogeneity among them also prevent robust conclusions. Despite the high 
costs of biologic therapies, it would be of great clinical interest to know if higher 
induction doses of biologics would reduce immunogenicity, which could result in an 
improvement of its cost-effectiveness over the long-term.  
Some reports show that dose escalation decreased ADAb detection, improving drug 
response [213, 455], but others [458], show that the procedure can indeed boost the 
immune response with serious consequences, such as infusion-related adverse events 
[463] or severe thromboembolic phenomena [495]. The absence of ADAb might be 
explained by drug interference, but it is striking why some ADAb-positive patients do 
not boost the ADA production. In our analysis, the proportion of patients who 
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underwent dose escalation did not interfere with the impact of ADAb on drug response.  
Very limited data are available and more studies are warranted to specifically address 
this question, since dose escalation is often adopted in clinical practice in case of 
inadequate response. We believe that increasing the dose may be risky since, so far, 
there is no way to identify which patients are at risk of boosting an anti-biologic 
response after dose escalation. 
Scheduled regimens have revealed to be less immunogenic, by poorly defined 
mechanisms [160, 167, 168]. The limited number of studies prevented us to draw such 
conclusions in our analysis 
A limitation to our study is that patient population, assessment of antibodies and 
therapeutic response definitions are not standardized across studies, although we 
addressed those sources of heterogeneity in the pooled analysis. The power of meta-
regression analysis has limitations by the relatively small number of studies and the 
imprecision of the measurement techniques. The results obtained driven largely by 
findings in patients with RA. Although we excluded significant effect size modification 
by the disease itself, generalizations should be done cautiously.  
This is the first SR and MA on TNFi immunogenicity. Our study strongly supports the 
notion that drug immunogenicity should be considered in clinical practice, during long-
term use of therapeutic proteins. It is also an exploratory study, trying to identify factors 
able to influence the clinical impact of drug immunogenicity. It adds some evidence 
that unwanted immunogenicity may be modulated. Increasing evidence shows that 
monitoring immunogenicity will help us to better understand the clinical heterogeneity 
among patients, representing a very promising tool for an optimized and more 
personalized usage of biologic therapies.  
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Table 2– Study and baseline patient characteristics // 1. Quantitative Evidence 
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Table 2 (Cont.) – Study and baseline patient characteristics // 1. Quantitative Evidence (Cont.) 
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Table 2 (Cont.) – Study and baseline patient characteristics // 2. Qualitative Evidence 
 
Legend: ADL= Adalimumab s.c.; AS= Ankylosing Spondylitis; AZA= Azathioprine; biw= twice a week; qw= every week; qXw= every X weeks; CD= Crohn’s Disease; CST= Corticosteroids; 
ETA= Etanercept s.c; INF= Infliximab i.v.; IS= Immunosuppression; MCP= 6-Mercaptopurine; MTX= Methotrexate; na= not available; OD= on demand; Ps= Psoriasis; PsA= Psoriatic 
Arthritis; RA= Rheumatoid Arthritis; SD= single dose; sd= standard deviation; SpA= Spondyloarthritis; UC= Ulcerative Colitis; wk= weeks. 
a= DAS28 for RA and PsA patients, ASAS 20 or ASDAS for SpA and AS patients, PASI for Ps patients; b= Induction dose of 3mg/Kg at 0, 2 and 6 weeks; c= Induction dose of 5mg/Kg at 0, 
2 and 6 weeks; d= Induction dose of 160mg at wk 0 and 80mg at wk 2; e = Induction dose of 80mg at wk 0 and 40mg at wk 2;  f= mean (SD); g= median (range/IQR);  h= mean (range/IQR); 









Table 3 – Meta-Regression stratified by clinical characteristics to address the effect of ADAb on 





Figure 5 – Flow of studies through the systematic review (SR) process 
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Figure 6 – Effect of ADAb positivity on TNFi response (excluding the study “Bartelds 2011”) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor, UC, Ulcerative 
Colitis. 
  
NOTE: Weights are from random effects analysis
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Figure 7 – Effect of ADAb positivity on TNF responsei (excluding the study “Bartelds 2007”) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 




NOTE: Weights are from random effects analysis
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Figure 8 – Effect of ADAb positivity on TNFi response (including “Pascual-Salcedo 2011” and 
“Plasencia 2012” at 6 months of follow-up time) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative 
Colitis. 
 
NOTE: Weights are from random effects analysis
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Figure 9 – Effect of ADAb positivity on TNFi response (including “Pascual-Salcedo 2011” and 
“Plasencia 2012” at 12 months of follow-up time) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondylarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative Colitis. 
NOTE: Weights are from random effects analysis
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Figure 10 – Effect of ADA positivity on TNFi response (including “Pascual-Salcedo 2011” and 
“Plasencia 2012” at  > 48 M follow-up time) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondylarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative Colitis. 
Note: The time point of 12 months offered less heterogeneity in the pooled analysis, when compared with the time point of 6 or 
>48 months (I2=45.5%, p=0.037 vs I2=51.8%, p=0.015 vs I2=49.4%, p=0.022).  
NOTE: Weights are from random effects analysis
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Figure 11 – Effect of ADAb positivity on TNFi response 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative 
Colitis. 
  
Effect of ADAb-Positivity on TNFi Response 
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Figure 12 – Effect of ADAb positivity on TNFi response (IS<67% and IS≥67%) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
IS, Immunosuppression; Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor 
Inhibitor; UC, Ulcerative Colitis. 
 
NOTE: Weights are from random effects analysis
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Figure 13 – Effect of ADAb positivity on TNFi response (MTX<74% and MTX≥74%) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
MTX, Methotrexate; Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor; 
UC, Ulcerative Colitis. 
  
Effect of ADAb-Positivity on TNFi Response (MTX<74% & MTX≥74%) 
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Figure 14 – Effect of ADAb positivity on TNFi response (by diagnosis) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
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Figure 15 – Effect of ADAb positivity on TNFi response (by diagnosis) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative 
Colitis. 
Note: The stratification by each diagnosis individually offers higher heterogeneity than the stratification by RA vs other 
diagnosis.  
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Figure 16 – Effect of ADAb positivity on TNFi response according to initial biologic dose 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; TNFi, Tumor Necrosis Factor Inhibitor; UC, Ulcerative 
Colitis. 
NOTE: Weights are from random effects analysis
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Figure 17 – Egger’s publication bias plot for the effect of ADAb positivity on TNFi response 
Legend: ADAb, anti-drug antibodies; TNFi, Tumor Necrosis Factor Inhibitor. 
 
Figure 18 – Effect of immunosuppression on ADAb production (by excluding “Bartelds 2010” 
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Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked 
immunosorbent assay; ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; 
CD, Crohn’s Disease; INF, Infliximab; Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; UC, 
Ulcerative Colitis. 
 
Figure 19 – Effect of immunosuppression on ADAb production (by excluding “Bartelds 2007” 
and “Bartelds 2011”) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; UC, Ulcerative Colitis. 
Note: By leaving the study “Bartelds 2010” we introduced more heterogeneity in the pooled analysis, in comparison with Figure 
18. 
NOTE: Weights are from random effects analysis
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Figure 20 – Effect of immunosuppression on ADAb production (by excluding “Bartelds 2007” 
and “Bartelds 2010”) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; UC, Ulcerative Colitis. 
Note: By leaving the study “Bartelds 2011” we introduced more heterogeneity in the pooled analysis, as compared with Figure 
18. 
NOTE: Weights are from random effects analysis









































































































































































Lower ADA Production by IS  Higher ADA Production by no IS 
1.01 .5
RR and 95% CI Based on a Random-Effects Model
Effect of Immunosuppression on ADA ProductionEffect of Immunosu ression  ADAb Production 
IS-Pos  IS-Neg 
71 
 
Figure 21 – Effect of immunosuppression on ADAb production 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; UC, Ulcerative Colitis. 
  
Effect of Immunosuppression on ADAb Production 
IS-Pos  IS-Neg 
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Figure 22 – Effect of immunosuppression on ADAb production (by assay) 
Legend: ADAb, anti-drug antibodies; AS, Ankylosing Spondylitis; Br ELISA, Bridging enzyme-linked immunosorbent assay; 
ELISA, Enzyme-linked immunosorbent assay; fp-RIA, Fluid-phase radioimmuno assay; CD, Crohn’s Disease; INF, Infliximab; 
Ps, Psoriasis; RA, Rheumatoid Arthritis; SpA, Spondyloarthritis; UC, Ulcerative Colitis. 
Effect of Immunosuppression on ADAb Production (by Assay) 
IS-Pos  IS-Neg 
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Figure 23 – Egger’s publication bias plot for the effect of IS on ADAb production 
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3.2 THE IMPACT OF IMMUNOGENICITY ON DRUG SAFETY PROFILE 
3.2.1 Introduction 
Biologics, and particularly monoclonal antibodies, are structurally immunogenic, as virtually 
all of them exhibit epitopes that can elicit an immune response.  
Over the last years, an increasing body of evidence has highlighted the clinical significance of 
drug immunogenicity. Previously, we formally established the impact of anti-drug antibodies 
(ADAb) on therapeutic responses [496]. However, ADAb have also been associated with 
increased incidence of drug-related adverse events (AE) [160, 210, 211, 213, 458, 495, 497-
501]. Acute infusion reactions occur during or within 1 h after infusion, while delayed reactions 
may occur from 1h to 14 days post-infusion [502, 503]. AE to biological are clinically very 
heterogeneous. The majority of those adverse reactions are mild (headache, flushing, nausea) 
but moderate or even severe reactions, with dyspnoea, angioedema, wheezing and stridor may 
also occur [502, 504-509]. Different mechanisms may underlie AE to biologics, and a specific 
classification based on those mechanisms have been proposed, aiming to guide clinicians in the 
management of such adverse reactions [503]. However, that classification is not easily 
applicable in clinical practice and the management of AE, as the decision to rechallange or 
discontinue treatment, has been based on the severity of the symptoms [505]. Severe reactions 
usually impose treatment discontinuation, while mild-to-moderate reactions are usually 
managed by temporary infusion interruption, reduction of the infusion rate and symptoms 
management, with re-treatment schemes. Those re-treatment schemes do not minimize adverse 
reactions in all patients and it medium-long term effectiveness has not been established [510]. 
Beyond the management of AE, the identification of markers able to predict the higher risk 
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patients to develop AE to biologics is warranted.  The presence of ADAb might well represent 
a biomarker able to identify patients at higher risk to develop AE and those where re-treatment 
schemes might not be advisable, as rechallenge may boost the immune response to biologic. 
Therefore, immunogenicity assessment might represent a tool to help us preventing important 
adverse events, improving the biologics’ management and their safety profile. 
3.2.2 Objectives 
We aim to evaluate the association between acute infusion-related adverse events (IrAE) and 
the presence of ADAb in patients with chronic immune-mediated inflammatory diseases 
receiving Infliximab.  Secondarily, we assessed therapeutic response maintenance in patients 
who had IrAE. 
3.2.3 Methods 
During a period of 2 years (January 2010 - December 2011) we followed all adult patients (≥18 
years) with Rheumatoid Arthritis (RA), Ankylosing Spondylitis (AS), Psoriatic Arthritis (PsA) 
and Inflammatory Bowel Disease (IBD), receiving infliximab 3-5mg/Kg i.v. at 0, 2, 6 and every 
6 or 8 weeks thereafter, in monotherapy or with concomitant immunosuppressors, at the 
Department of Rheumatology and Department of Gastroenterology of Hospital Garcia de Orta, 
Portugal. All patients fulfilled the American College of Rheumatology 1987 revised criteria for 
RA, the Assessment of SpondyloArthritis international Society (ASAS) 2009 classification 
criteria for spondyloarthritis or clinical, endoscopic, histological and/or radiological criteria 
(ECCO criteria) for CD or UC [511-514].  All patients followed the Portuguese 
recommendations for the management of RA, SpA or IBD patients receiving biologic 
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therapies[515-518]. The study was approved by the hospital ethics committee. All patients gave 
written informed consent.  
Drug immunogenicity was assessed every 3-6 months.  Through serum samples were collected 
just before the next administration of a biologic. Serum drug trough levels were measured by 
ELISA, using a setup as described before [462, 519]. Limit of detection was determined by 
testing 100 sera of RA patients before treatment. The mean +/- 6 times standard deviation (SD) 
was chosen as a cut off. Limit of detection was about 2 ng/ml for all TNFi. ADAb were tested 
by Bridging ELISA as described before [209]. The sensitivity of these assays depends on the 
affinity of the ADAb. We used a series of patient-derived monoclonal antibodies to establish 
the sensitivity of the assay. A monoclonal antibody to adalimumab with the median affinity 
showed reached half-maximal extinction at 10 ng/ml and a detection limit <1 ng/ml. However 
non-specific binding of serum components such as rheumatoid factor or C1q sets the limit of 
detection for sera at about 20 ng/ml. 
Acute infusion-related adverse event was defined as any abnormal sign or symptom occurring 
during or within two hours after the infliximab infusion.  
Therapeutic response was defined according to the European League Against Rheumatism 
(EULAR) criteria for RA and RA-like PsA [466]; ASAS group guidelines for AS and AS-like 
PsA [513, 514]; and by an expert clinician for IBD patients. 
3.2.4  Results 
The study included 94 consecutive patients (22 AR, 33 AS, 9 PsA and 30 IBD), 76% females, 
with mean (SD) age of 48 (10.2) years, disease duration of 8 (6.4) years, and receiving biologic 
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therapy by 2.9 (2.0) years. Patients were receiving infliximab at 3-5 mg/Kg every 6 or 8 wks. 
All RA patients and 89% of PsA were receiving concomitant methotrexate (MTX), at a dose 
range of 10-20mg every week. IBD patients were receiving concomitant azathioprine, at a dose 
range of 2-2.5 mg/Kg/day and additionally 100 mg i.v. hydrocortisone, 2 mL i.v. clemastin and 
500 mg i.v. acetaminophen prior to each Infliximab infusion. 
During the follow-up period, twelve patients (13%) developed an overt IrAE (4 RA patients, 2 
PsA, 2 AS and 4 IBD patients), between the fourth and tenth infusion – Figure 24. All the 
reactions were mild-moderate requiring hydrocortisone and anti-histaminic administration. 
Twenty-five patients (27%) had detectable ADAb (41% of RA, 33% of PsA, 18% of AS and 
23% of IBD patients) – Figure 25. 
Nearly half (48%) of ADAb-positive patients developed an IrAE, while none of ADAb-negative 
patients had acute adverse reactions to infliximab – Figure 26. Notably, in all cases, except two, 
the detection of ADAb occurred prior to the IrAE. In these two exceptional cases, we had no 
access to the patients’ serum before the development of IrAE. All patients who developed acute 
IrAE were unable to maintain therapeutic response over time (one year) and re-treatment 
schemes did not prevent treatment failure. Furthermore, in 4 patients re-treatment increased the 
severity of adverse reaction (chest pain, severe hypotension). 
Although not planned in the initial study protocol, we assessed serum drug levels every week 
between two infliximab administrations in the four IBD patients who had an IrAE. We intended 
to evaluate drug kinetics between two infliximab administrations in patients who had a mild 
IrAE and were kept in the same treatment. Notably, in three patients serum drug levels become 
undetectable already from week 2 after the infusion of 5mg/Kg of infliximab. In one patient the 
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drop in drug levels was slower, but still, no circulating drug was detected from week 5 after 
treatment – Figure 27.  
3.2.5 Discussion 
In the present study, acute IrAE to Infliximab occurred exclusively in patients with detectable 
ADAb and nearly half of ADAb-positive patients developed an adverse reaction. Notably, in all 
cases ADAb could be detected prior to the IrAE and none of those patients were able to maintain 
therapeutic response over time.  
Despite the great benefit that biologic therapy brings to the majority of patients with chronic 
inflammatory diseases, they are not always effective. Moreover, they can cause a great variety 
of adverse side effects. Different type of IrAE may occur with the use of therapeutic proteins, 
requiring different approaches. There are several known mechanisms by which a therapeutic 
protein can induce an acute IrAE [32, 503].  Those adverse events may be related to the drug 
itself and to its molecular structure, or they may be related to the drug’s target and biologic 
activity [520].  
The great bulk of biologic therapies are represented by monoclonal antibodies. Antibodies are 
structurally immunogenic, even the fully human ones. The association between ADAb and acute 
IrAE have been extensively reported in the Literature, over the last years [502, 504-509]. As in 
our study, the vast majority of acute IrAE occurred in ADAb-positive patients [210, 211, 458, 
501, 521]. Exception is a study published by Rutgeerts et al, where a similar incidence of acute 
IrAE to infliximab was found between ADAb-positive and –negatives [167]. In this study, an 
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ELISA with low specificity and sensitivity was used to assess ADAb, and false positive or 
negative results cannot be excluded.  
The development of ADAb does not necessarily lead to drug adverse events, but in our study 
nearly half of ADAb-positive patients developed an acute IrAE, which is highly significant. 
Other groups have also reported extremely high incidence of IrAE among ADAb positives, 
ranging from 32% to 80% [210, 211, 458, 501, 521]. 
The presence of ADAb can be detected from the very beginning of infliximab treatment and 
before a clinically overt adverse reaction, as we also confirmed [210, 211, 458, 501, 521]. This 
fact is of high clinical relevance because it highlights the predictive value of ADAb for the 
development of IrAE. ADAb titres tend to increase with treatment continuation and IrAE have 
been associated mainly, although not exclusively, with the highest ADAb titers [210, 213, 521, 
522]. This may also explains why all patients with IrAE were not able to sustain therapeutic 
response over time.  
The majority of acute IrAE occur after the third infusion, which suggests a sensitization phase 
as occur in IgE-mediated hypersensitivity reactions. We did not assess IgE-ADAb in our study 
but previous studies have demonstrated that the great bulk of ADAb are of IgG isotype and not 
of IgE [461, 523]. Even though, IgE antibodies to infliximab and other biologics have been 
reported, often in association with a positive skin test [500, 501, 524-527]. Both IgE and non-
IgE acute reactions are clinically undistinguishable, despite the former tend to induce more 
severe reactions and to occur at the very beginning of the infusion course [501].   Virtually all 
the acute IrAE are usually accompanied by symptoms suggestive of anaphylatic reaction [506-
509, 521, 527, 528]. However, the mechanism behind might be an alternative pathway IgE-
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independent, mediated by IgG, FcγRIII, macrophages, basophils and platelet activating factor 
(PAF) [529, 530]. Infliximab-specific IgG may also lead to another effector mechanism 
involving complement activation and the production of anaphylatoxins (complement-cleavage 
products), which may or may not activate mast cells unspecifically. A mast cell-independent 
pathway may explain the absence of increased serum tryptase levels reported in many cases of 
biologic-related anaphylaxis [531]. 
Although IgE-mediated IrAE to infliximab seem to represent a minor proportion of the acute 
adverse events, it would be clinically relevant to confirm a true IgE-mediated anaphylaxis, as 
those reactions are potentially more severe and cannot be avoided with pre-medication [524, 
532]. These patients should not be kept in the same therapy. An in vitro assessment of IgE-
ADAb and an in vivo skin test have been proposed to identify the IgE-mediated IrAE [501, 521]. 
However, IgE-ADAb assessment is technically challenging due to low serum concentration of 
IgE antibodies and interference of IgG-ADAb antibodies. Further assays’ optimization need to 
be conducted in order to better assess different ADAb isotypes. Skin testing protocols have been 
proposed, which despite the high specificity (90%) still have low sensitivity (26%). 
Additionally, positive skin tests became negative over time, meaning that they need to be 
performed shortly after an immediate IrAE [501]. 
In our study, as in others in the literature, all patients with IrAE had detectable ADAb [210, 213, 
458]. However, IrAE have also been reported in ADAb-negative patients, suggesting an 
immunogenicity-independent mechanism [160, 211, 500]. Supporting this notion is the fact that 
some patients develop acute IrAE at the first infusion and can be successfully retreated by 
reducing the rate of infusion [531, 533]. Most likely, a cytokine release might be on the basis of 
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such acute reactions, which may be clinically indistinguishable from type I hypersensitivity 
[499]. Although the precise mechanism underlying this syndrome is not fully understood, it has 
been hypothesized as being related to the cross-linking of therapeutic monoclonal antibodies 
bound to target cells with subsequent complement activation and apoptosis of the target cell, 
leading to cytokine and chemokines release. In contrast to type I hypersensitivity reactions, 
cytokine-release syndromes can be managed by short-term cessation of biologic infusion, 
administration of histamine blockers and corticosteroids, restarting the infusion at a slower rate 
[534-536]. A pre-existing sensitization towards some additives may be a further mechanism 
accounting for some acute IrAE during the first infusion of the biologic. This event has been 
described for polysorbate, used for rapid solubilisation of pharmaceuticals in aqueous solution 
[537, 538].  
In our study all the IrAE occurred from the fourth infliximab infusion and were all associated 
with ADAb, which explains the recurrence of acute reactions despite pre-medication and 
infusion-rate reduction.  
This study has also some limitations. It is a small, single-centre observational study, with 
possible bias. However, our studies are in clear agreement with other larger studies published 
in the literature. We did not access ADAb titers neither isotypes, as our primary intention was 
to simply verify the association between the presence of ADAb and acute IrAE.  
Our study demonstrates a clear association between ADAb to infliximab and acute IrAE, 
highlighting the predictive value of ADAb for adverse reactions. Our results stress the high 
clinical value of routine immunogenicity assessment, which represents a powerful tool to 
optimize the management of biologics and their safety profile.   
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Figure 24 – Patients with infusion-related adverse events (IrAE) 
Legend: During the follow-up period 12 patients had an IrAE, 4 (33%) of RA, 2 (17%) of PsA, 2 (17%) of AS and 4 (33%) of 
IBD patients  
AS, Ankylosign Spondylitis; IBD, Inflammatory Bowel Diseases; PsA, Psoriatic Arthritis; RA, Rheumatoid Arthritis 
 
Figure 25 – Patients with detectable ADAb 
Legend: During the follow-up period 25 (27%) patients developed ADAb, 41% of RA, 33% of PsA, 18% of AS and 23% of 
IBD patients 




Figure 26 – Proportion of patients with IrAE among ADAb-positives and ADAb-negatives 
All patients with IrAE had detectable ADAb. None IrAE were described among ADAb-negative patients whereas 48% of 
ADAb-positive patients developed an IrAE  
ADAb, Anti-Drug Antibodies; IrAE, Infusion.Related Adverse Events 
 
Figure 27 – Serum drug levels at every week between two infliximab infusions in 4 IBD patients 
who had IrAE 
Legend: Four IBD patients who had an IrAE were selected to measure serum drug levels (ug/mL of infliximab) between two 
infliximab administrations. Three patients had undetectable serum drug levels from week 2 and one from week 5. 
Pre-inf, Pre-infusion; Pos-inf, Pos-infusion; W, Week  
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3.3 IMMUNOGENICITY ASSESSMENT IN ROUTINE CLINICAL PRACTICE 
3.3.1 Introduction 
The immunogenicity of biologics has been associated with therapeutic failures and adverse 
events. ADAb have been detected before overt adverse reactions to biologics, which reveals an 
important predictive value in preventing those reactions. Moreover, immunogenicity assessment 
may help us to identify the reason for therapeutic failure in non-responder patients, which might 
be relevant for future therapeutic decisions [484, 539].   
Despite all the advances in predicting immunogenicity at pre-clinical phases of drug 
development, it has become evident that the long-term use of biologics in clinical practice seems 
to induce a grade of immunogenicity different from that initially predicted.  Such fact has 
attracted the attention of regulatory agencies, which have emitted guidelines on immunogenicity 
assessment beyond the approval phase [191].  
Despite that, immunogenicity assessment is still not part of the routine clinical practice. This 
deficiency may be partially explained by technical issues of the available monitoring assays. 
The assessment of drug immunogenicity is technically challenging. Most commonly, ADAb are 
detected by radioimmunoassays (RIAs), specifically tailored to detect antibodies against 
therapeutic antibodies. Several formats of RIAs exist and they are considered by many as the 
“gold-standard” to assess ADAb. However, RIAs represent a method of high complexity and 
low throughput, which also imposes safety concerns related to the handling of radioactive 
material, limiting its use on a routine basis. To overcome these limitations a particular ELISA 
have been developed, using a bridging format, based on the principle that bivalent ADAb will 
crosslink the biologic (drug) coated on plate and the biotinylated biologic (drug) that will be 
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added as secondary reagent. This “bridging antibody” format implies that ADAb must be 
recognized twice for their detection, which increases the assay’s specificity. On the other hand, 
it may prevent the detection of ADAb of IgG4 isotype. Human IgG4 tend to exchange half of 
the molecule with other IgG4 molecule that can be of different specificity, creating a 
monovalent, bispecific antibody that loose bridging ability [17, 208]. Even though IgG4 
represent a minor proportion of total IgG and ADAb of exclusively IgG4 isotype are unlikely to 
occur. Taken together, this indicates that ELISA format may represent a convenient method to 
use in the routine clinical practice.  Additionally, it represents a simple and relatively cheap 
method that does not require special equipment and laboratory conditions to its implementation. 
3.3.2 Objectives: 
This study aims to compare the proportion of ADAb-positive patients assessed by RIA-ABT 
and by Bridging ELISA, in a cohort of 110 patients with chronic inflammatory diseases 
receiving TNFi. Secondarily we evaluated: a) the proportion of IgG4-ADAb among total IgG-
ADAb; b) the presence of ADAb at least three months after therapy discontinuation; c) IgM-
ADAb to etanercept.  
3.3.3 Methods: 
3.3.3.1 Patients 
Consecutive patients with diagnosis of Rheumatoid Arthritis (RA), Ankylosing Spondylitis 
(AS), Psoriatic Arthritis (PsA) and Inflammatory Bowel Diseases (IBD) were included.  
All patients were followed at the day hospital of Hospital Garcia de Orta, Almada, receiving 
infliximab i.v. at a dose ranging from 3-5mg/Kg every 6-8 weeks, adalimumab 40 mg eow, 
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etanercept 50 mg every week, according to national recommendations for the use of biologic 
therapy to each disease [515-518]. 
The study was approved by the hospital ethics committee. All patients gave written informed 
consent. 
Serum samples were collected in trough, immediately before the next drug administration. 
3.3.3.2 ELISA to assess serum drug levels 
TNFi levels were measured by Elisa developed at Sanquin, Amsterdam, the Netherlands, using 
a setup as described before [212, 462, 519] – Figure 28. Briefly, a mouse monoclonal anti-TNF 
antibody was pre-incubated overnight onto microtitre plates. Thereafter, recombinant TNF 
(10ng/mL) in High Performance ELISA (HPE) buffer was added. After one hour plates were 
washed with phosphate buffered saline 0.02% Tween. Subsequently patient serum sample in 
different dilutions was added and incubated for 1 hour at 37°C. After washing the plates with 
phosphate buffered saline 0.02% Tween plates were incubated with biotinylated polyclonal 
rabbit antibodies against infliximab or adalimumab or etanercept in HPE buffer for 1 hour at 
37°C. After washing the plates with phosphate buffered saline 0.02% Tween, poly-HRP 
streptavidin was added for 30 min at 30°C, followed by incubation with tetramethylbenzidine 
(TMB). Afterwards reaction was stopped and absorption at 450 nm was assessed. Test results 
were reading out of a titration curve infliximab or adalimumab or etanercept, which was present 
in each plate. Limit of detection was determined by testing 100 sera of RA patients before 
treatment. The mean +/- 6x SD was chosen as a cut off. Limit of detection was about 2 ng/ml. 
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Because relevant serum levels of these drugs are > 1 µg/ml, sera can be easily tested at 1:100 
dilution. 
3.3.3.3 Bridging ELISA to assess ADAb 
ADAb against infliximab were measured by Bridging ELISA as described previously [209, 212] 
- Figure 29. In short, maxisorp ELISA plates (NUNC) were coated overnight with infliximab or 
adalimumab or etanercept in PBS at room temperature. After washing 5 times with PBS/0.02% 
Tween, plates were incubated with patient’s serum, serially diluted in High Performance ELISA 
(HPE) buffer, from Sanquin, Amsterdam, the Netherlands) for 1 h. The highest serum 
concentration was 10%. All incubations were performed at room temperature in an assay 
volume of 100 uL.  Subsequently the plates were washed in PBS/0.02% Tween and incubated 
for 1 hour with biotinylated infliximab or adalimumab or etanercept in HPE for one hour. After 
washing, streptavidin-poly-HRP (Sanquin) (1/10 000 in HPE) was added for 20 minutes for 
detection. After washing with PBS Tween, the ELISA was developed with 100ug/mL 
tetramethylbenzidine (TMB) in 0.11 M sodium acetate (pH 5.5) containing 0.003% (v/v) H2O2. 
The reaction was stopped with 2M H2SO4. Absorption at 450 nm was measured with an ELISA 
reader (Multiskan; Titertek, Elfab Oy, Filand). The sensitivity of these assays depends on the 
affinity of the ADAb.  Results were related to a titration curve of infliximab- or adalimumab- 
or etanercept-specific rabbit serum containing anti-infliximab or anti-adalimumab or anti-
etanercept antibodies in each plate. The lowest level of detection was 1ng/mL. However non-
specific binding of serum components such as rheumatoid factor or C1q sets the limit of 
detection for sera at about 20 ng/ml, which when converted to arbitrary units set the limit of 
detection in 2AU/mL. 
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3.3.3.4 RIA-Antigen Binding Test (ABT) to assess total IgG-ADAb  
ADAb of IgG isotype were measured by RIA-ABT as described previously [209, 462] – Figure 
29. One uL of serum diluted in PBS/0.3% bovine serum albumin (BSA) (PA buffer) was 
incubated over night with 1 mg Sepharose-immobilized protein A (GE healthcare, Chalfont St. 
Giles, UK) in a final volume of 800 uL for total IgG detection. Subsequently, the samples were 
washed with PBS 0.005% Tween and specific ADAb binding was detected by over night 
incubation with 20 000 dpm (approximately 1 ng) 125I-labeled F(ab’)2 infliximab or 
adalimumab or etanercept diluted in Freeze buffer (Sanquin). Unbound label was removed by 
washing, and protein A bound radioactivity was measured. When binding was more than 25% 
of the input, sera were further titrated. Antibody levels were compared to a standard rabbit serum 
containing anti-infliximab or anti-adalimumab or anti-etanercept antibodies and expressed in 
arbitrary units (AU). One AU corresponds to approximately 12 ng. In the etanercept assay, 
serum from an etanercept-vaccinated rabbit served as positive control. The lower limit of 
detection for ADAb was determined as 6 SD above the average signal measured for a panel of 
100 RA patients that were not yet treated with TNFi and corresponds to 12AU/mL [455]. 
3.3.3.5 RIA-Antigen Binding Test (ABT) to assess specific IgG4 or IgM-
ADAb  
Antibodies to infliximab or adalimumab or etanercept of IgG4 subclass were measured as 
described before [15] – Figure 29. Briefly, 80 mg anti-human IgG4 monoclonal antibody 
(MH164-1, Sanquin) or anti-human IgM monoclonal antibody was coupled to 8g CNBR-
activated sepharose (GE Healthcare). Per test 1 mg sepharose was incubated with serm in 750 
uL. After washing, IgG4 ADAb was detected by incubation with 125I-labeled F(ab’)2 of 
infliximab or adalimumab or etanercept in Freeze buffer. Antibody levels were compared to a 
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titration curve of infliximab- or adalimumab- or etanercept-specific rabbit serum containing 
anti-infliximab or anti-adalimumab or anti-etanercept antibodies, and expressed as arbitrary 
units (AU). The lower limit of detection was 19 AU/mL, determined as described above.  
3.3.3.6 RIA-Antigen Binding Test (ABT) to assess specific IgM-
antietanercept 
IgM antibodies to etanercept were detected by using a RIA-ABT as above described, although 
instead of using anti-human IgG, an anti-human IgM was used.  
3.3.3.7 Statistical Analysis: 
Descriptive statistic was used and data is presented as values, proportions, mean (standard 
deviation) or median (interquartile range), as appropriate.  
3.3.4 Results: 
We evaluated 110 patients (12 PsA, 43 RA, 22 IBD and 33 AE), 63% female, with mean (SD) 
age of 44 (13). Eighty-two patients were receiving infliximab, 13 patients adalimumab and 15 
patients were treated with etanercept, with a mean (SD) biologic duration of 3.2 (1.4) years.  
A total of 26 patients (24%) tested positive for ADAb in RIA-ABT (IgG total): 21anti-
infliximab and 5 anti-adalimumab. All those patients had also detectable ADAb measured by 
Bridging ELISA. No anti-etanercept antibodies were detected in any of the assays, either of IgG 
or IgM isotype. Among the 26 ADAb-positive patients, 16 (62%) also tested positive for IgG4-
ADAb – Figure 30. Eight patients had similar ADAb titres assessed by both total IgG-RIA and 
specific IgG4-RIA, while the remaining 8 had IgG4-ADAb of significant lower magnitude than 
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total IgG-ADAb, suggesting the presence of other IgG isotype rather than IgG4 – Figure 31. No 
ADAb of exclusively IgG4 isotype were detected. 
All ADAb-positive patients had undetectable serum trough drug levels and only one patient had 
undetectable etanercept levels in the absence of ADAb. Compliance was evaluated in that 
patient and nearly six months after, serum etanercept trough levels had normalized.  
We tested ADAb in 16 patients who had discontinued TNFi (8 adalimumab and 8 etanercept) 
for more than 3 months. In 3 out of 8 adalimumab patients, anti-adalimumab remain detectable 
in both RIA-total IgG and Bridging ELISA. No anti-adalimumab of IgG4 isotype were detected 
in those patients. Among etanercept patients, anti-etanercept antibodies remain undetectable 
even three months after therapy discontinuation. 
3.3.5 Discussion 
In out study Bridging ELISA was able to detect the same ADAb-positive patients as RIA-ABT, 
even in cases where IgG4 isotype represented a significant proportion of total ADAb. ADAb 
exclusively of IgG4 isotype were not detected. Low amounts of circulating drug prevent ADAb 
detection by Bridging ELISA but also by RIA-ABT, denoting significant drug interference in 
both assays. Therefore, all ADAb-positive patients had undetectable drug levels. No anti-
etanercept antibodies (IgG or IgM) could be detected by any of the assays. In some patients 
ADAb remain detectable several months after therapy discontinuation, which was not verified 
for etanercept.  
The increasing evidence of the impact of drug immunogenicity in clinical practice has propelled 
the development of better and simpler assays able to monitor immunogenicity on a routine basis.  
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So far, on of the most optimized assays to specifically assess ADAb to biologic drugs have been 
the RIA-ABT. This method has proven to be a method with reasonable sensitivity and high 
specificity to assess ADAb. However, as stressed before, one of the major drawbacks of RIA is 
the requirement of high doses of radioactivity, special laboratory conditions and relatively low 
throughput. Several companies have done great efforts in the optimization of ELISA-based 
assays to assess immunogenicity, given it simplicity, relatively low price and high throughput. 
For this work we used two ELISA-based assays developed at Sanquin, Netherlands, with whom 
we established a partnership for the use and optimization of these assays, specially tailored to 
monitor drug levels (simple ELISA) and ADAb (Bridging ELISA).  
Previous work has demonstrated that Bridging ELISA is more sensitive than RIA-ABT for 
ADAb detection, although more susceptible to drug interference [209]. Consequently, Bridging 
ELISA can only detect ADAb in the absence of circulating drug. RIA-ABT or IgG4-RIA are 
also highly affected by the presence of the drug, though less than Bridging ELISA. This explains 
why in some studies higher proportion of ADAb positive patients have been detected in RIA-
ABT, when compared to Bridging ELISA [209]. However, in all those cases the ADAb levels 
are low and not able to fully neutralize the drug. The clinical significance of such low ADAb 
titres is not so clear and remains to be established [462]. In our study, we detected the same 
positive patients in both assays, Bridging ELISA and RIA-ABT. This might be due to the fact 
that, in contrast to the above mentioned studies, we used a cohort with relatively long treatment 
duration and relatively high ADAb levels.  
Because the detection of ADAb by Bridging ELISA is only possible in the absence of drug 
levels, some authors have claimed that Bridging ELISA do not offer additional information to 
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the assessment of drug levels by using a simple ELISA. However, other reasons may underlie 
undetectable drug levels, namely patient’s non-adherence to the therapy. Increasingly evidence 
has revealed that patient’s non-adherence represents a major problem in our society, being even 
more dramatic in patients with chronic diseases [540]. Undetectable drug levels in the absence 
of detectable ADAb by Bridging ELISA may easily reveal those patients. In our small study we 
identify one patient in such conditions, to whom an educational reinforcement about the 
importance of compliance to those treatments was applied. Few months after, at the following 
evaluation, drug levels had returned to normal values. 
A significant proportion of ADAb-positive patients also tested positive for IgG4 isotype, which 
is in agreement with previous studies [193, 209]. Repeated antigenic stimulation may lead to 
IgG4 class switch [16]. As mentioned before, IgG4 is able to exchange half of the molecule with 
another IgG4 molecule of different specificity, creating a monovalent antibody that cannot 
bridge [17, 208]. Even though, IgG4 represents a small fraction of total IgG and in presence of 
significant amount of IgG4-ADAb, it is likely that the Fab arm exchange occur with another 
IgG4 of the same specificity. This may explain why in our study all patients who tested positive 
for IgG4-ADAb had also tested positive in Bridging ELISA. Moreover, ADAb of exclusively 
IgG4 isotype is not common and often ADAb of IgG1 isotype co-exist. However, some patients 
have tested positive in IgG4-RIA and not in RIA-ABT, which can be simply explained by 
different drug interference with both assays [209].  
No anti-etanercept antibodies could be detected either by RIA-ABT or Bridging ELISA, which 
is consistent with many other studies that have used more recent and optimized assays [496].  
Etanercept is able to neutralize both TNFa and Lymphotoxin-alpha (LTa). Among other 
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important functions in the immune system, LTa is important for germinal centre formation 
[489]. Though hypogammaglobulinaemia have not been associated with etanercept treatment, 
still, we decided to assess anti-etanercept of IgM isotype, with negative results. As etanercept is 
administered to patients more often than infliximab or adalimumab (every week; e6-8w; eow, 
respectively), we wonder if residual circulating drug was interfering with ADAb detection. 
However, no anti-etanercept antibodies were found even several months after therapeutic 
withdrawal, which has also been reported by others [478]. On the other hand 3 out of 8 patients 
previously exposed to adalimumab, remain ADAb positive years after therapy discontinuation, 
assessed by Bridging ELISA and by RIA-ABT but not by IgG4-RIA. ADAb status in those 
patients, at the time of therapeutic failure, was not known. We cannot exclude that in some 
patients ADAb became undetectable over time after stopping therapy. However, our results 
highlight the notion that these ADAb are hypermutated, high affinity and class switch 
antibodies, resulting from a mature immune response that induces immunologic memory. Such 
fact is of high clinical relevance, as sometimes patients return to previous treatment long after 
its discontinuation. Re-challenging these patients with the same antigenic drug may boost the 
immune response against the drug with important adverse consequences. 
Our study represents a very small-scale study, which was not designed to detailed comparissons 
between the above mentioned assays. However, our main purpose was to validate in our lab the 
performance and the easy implementation of this ELISA-based therapeutic monitoring (ELISA 
and Bridging ELISA), in order to evaluate to which extend these two assays can be proposed to 
monitor immunogenicity in routine clinical practice. We concluded that Bridging ELISA is a 
simple and effective method in detecting clinically significant immunogenicity, though not 
being able to detect ADAb of low levels and in the presence of residual circulating drug levels. 
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However, the clinical significance of those low levels is not entirely clear, as some patients are 
able to maintained such low titres with no apparent clinical consequences. Thus, only those 
patients with undetectable drug levels should be assessed for ADAb, by using Bridging ELISA. 
The assessment of ADAb in such conditions will help us to distinguish immunogenicity from 
non-adherence, which requires different approaches. This type of therapeutic monitoring 




Figure 28 – ELISA to assess serum drug levels 
Legend: TNF, Tumor Necrosis Factor; TNFi, Tumor Necrosis Factor Inhibitor 
 
 
Figure 29 – Assays used to measure ADAb 
Legend (from the left to the right): Bridging ELISA; RIA-ABT using Protein A sepharose able to detect total serum IgG; IgG4-
RIA-ABT using anti-IgG4 sepharose to specifically assess serum IgG4. 
TNF, Tumor Necrosis Factor; TNFi, Tumor Necrosis Factor Inhibitor  
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Figure 30 – Proportion of ADAb-positive patients detected in each assay.  
Legend: Twenty-six out of 110 patients (24%) tested positive for ADAb in Bridging ELISA and in RIA-ABT (IgG total). 
Sixteen (62%) also tested positive for IgG4-ADAb in IgG4-RIA-ABT. 




Figure 31 – ADAb titres assessed by IgG-RIA-ABT and specific IgG4-RIA-ABT 
Legend: Eight out of 16 patients had similar ADAb titres (AU/mL) assessed by both total IgG-RIA and specific IgG4-RIA, 
while the remaining 8 had IgG4-ADAb of significant lower magnitude than total IgG-ADAb. 
ABT- Antigen Binding Test; ADAb, Anti-drug antibodies; Br ELISA, Bridging Enzyme-Linked Immunosorbent Assay; RIA, 




3.4 A PRELIMINARY ALGORITHM INTRODUCING IMMUNOGENICITY 
ASSESSMENT IN THE MANAGEMENT OF RA PATIENTS RECEIVING 
TUMOR NECROSIS FACTOR INHIBITORS THERAPIES 
3.4.1 Introduction 
The “treat to target” strategy, now part of the European League Against Rheumatism (EULAR) 
recommendations, has revealed the importance of an early tight control of disease activity 
among Rheumatoid Arthritis (RA) patients [404, 541-543]. To reach clinical remission or at 
least low disease activity, fast and assertive therapeutic decisions are required. No formal 
recommendations exist to guide the order of the sequence of biologics, particularly after the 
failure of previous Tumor Necrosis Factor Inhibitors (TNFi), which represents a common 
situation in daily practice. The effectiveness of cycling between different TNFi is controversial 
and currently, the decision to switch mechanism of action (MOA) is largely empirical.  
Drug immunogenicity has been proposed as one of the main mechanisms behind biologic 
therapeutic failure [153, 210, 213, 461]. We recently conducted a systematic review and meta-
analysis concluding that anti-drug antibodies (ADAb) are clinically relevant and lead to 
significant decrease of therapeutic response rates. [496] 
The presence of ADAb results in functional neutralization of the drug and formation of immune 
complexes that promotes a faster clearance of the drug from circulation [193, 544]. ADAb-
positive patients exhibit very low or undetectable serum drug trough levels, in contrast to 
ADAb-negative patients, who often have normal or even high serum drug trough levels [210, 
455, 472, 519]. 
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Non-responder patients, who exhibit adequate serum drug levels and no detectable ADAb, have 
lower probability of response to another agent with the same MOA and may benefit in switching 
to a drug with a different MOA [484]. Non-responders, who have no detectable serum trough 
levels and detectable ADAb, may benefit in switching to a less immunogenic drug [539]. These 
patients may have a higher probability of developing ADAb against the new biopharmaceutical 
[484]. Neutralizing ADAb against etanercept or abatacept have not been detected [193, 496, 
545]. 
The added value of assessing immunogenicity in current clinical practice has been questioned. 
Based on available evidence we designed a preliminary algorithm that introduces 
immunogenicity assessment in the current clinical approach to RA patients receiving biologic 
therapies – Figure 32. We propose to evaluate the concordance between the new algorithm and 
current clinical practice, comparing the effectiveness of “immunogenicity-based” versus 
“empirical-based” switches. The combination of clinical and immunogenicity data may provide 
a tool to optimize the use of biologic therapies.  
3.4.2 Objectives 
This study aims to evaluate how concordant rheumatologist´s current clinical practice was with 
our proposed treatment algorithm and to compare therapeutic response rates between patients 
who followed the proposed algorithm and those who followed other therapeutic strategies. 
Therapeutic responses over one year in non-responders, who switched according to the 
following two main branches of our algorithm were compared to other strategies in both 
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occasions: 1) Switching to non-TNFi if serum drug levels were detectable; 2) Switching to a 
less immunogenic drug if serum drug levels were undetectable and ADAb testing positive. 
Secondarily, we evaluated the role of ADAb as a mediator of therapeutic response. 
3.4.3 Methods 
3.4.3.1 Patients 
During a period of 2 years (January 2010 - December 2011) we followed all adult patients (≥18 
years) with established RA, receiving TNFi (infliximab 3mg/Kg i.v. at 0, 2, 6, 14 weeks and 
every 8 weeks thereafter, adalimumab 40 mg s.c. every other week, or etanercept 25 mg s.c. 
twice a week or 50 mg once a week) in monotherapy or with concomitant immunosuppressors, 
at the Department of Rheumatology, Hospital Garcia de Orta, Portugal. All patients fulfilled the 
American College of Rheumatology 1987 revised criteria for RA and followed the Portuguese 
recommendations for the management of RA patients receiving biologic therapies [512, 546]. 
The study was approved by the hospital ethics committee. All patients gave written informed 
consent. 
For the concordance between rheumatologist´s current clinical practice and our proposed 
treatment algorithm, disease activity was evaluated in all patients every 3 months, using the 
Disease Activity Score in 28 joints (DAS28), according to the rheumatologist’s standard of care. 
Therapeutic response was defined as EULAR good and moderate responses (improvement 
DAS28>1.2 and DAS28≤3.2; improvement DAS28>1.2 and DAS28>3.2 or improvement 
0.6>DAS28≤1.2 and DAS28≤5.1) and low disease activity as a DAS28≤3.2, according to 
national and international guidelines [466, 546]. 
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Drug immunogenicity was assessed every 3 months, through serum samples collected just 
before the next administration of a biologic. Serum drug trough levels were measured by ELISA, 
using a setup as described before [462, 519]. Limit of detection was determined by testing 100 
sera of RA patients before treatment. The mean +/- 6 times standard deviation (SD) was chosen 
as a cut off. Limit of detection was about 2 ng/ml for all TNFi. ADAb were tested by Bridging 
ELISA as described before [209]. The sensitivity of these assays depends on the affinity of the 
ADAb. We used a series of patient-derived monoclonal antibodies to establish the sensitivity of 
the assay. A monoclonal antibody to adalimumab with the median affinity showed reached half-
maximal extinction at 10 ng/ml and a detection limit <1 ng/ml. However non-specific binding 
of serum components such as rheumatoid factor or C1q sets the limit of detection for sera at 
about 20 ng/ml. 
Clinicians were blind to immunogenicity test results and therapeutic decisions were undertaken 
according to the Portuguese recommendations for the management of RA patients [546]. 
We classified patients into Group A if, during the entire study follow-up, they followed, 
empirically, any of the branches proposed in our algorithm, and Group B, those who followed 
different therapeutic strategies. Therapeutic responses were evaluated over one year after 
therapeutic decision, which may have included to switch or maintain therapy. 
For comparison of therapeutic responses over one year in non-responder patients who switched 
according to the two main branches of our algorithm, therapeutic response was assessed before 
the switch and at 3, 6, 9 and 12 months thereafter. The proportion of patients with therapeutic 
response and the proportion of patients with low disease activity were compared, over one year 
after the switch, between: a) non-responders with detectable serum trough levels who switched 
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to another TNFi and non-responders with adequate serum trough levels who switched to a non-
TNFi; b) non-responders with undetectable serum drug trough levels, ADAb-positives, who 
switched to therapeutic monoclonal antibodies and non-responders with undetectable serum 
drug trough levels, -positives, who switched to etanercept or abatacept. 
To evaluate the role of ADAb as a mediator of therapeutic response, the proportion of patients 
with therapeutic response was assessed at study beginning, between ADAb-positive and ADAb-
negative patients.  
3.4.3.2 Confounders or effect modifiers: 
To assess the impact of the proposed algorithm on therapeutic response and the influence of 
“immunogenicity-based” switches versus “empirical-based” switches on therapeutic response 
and low disease activity rates, we defined as potential confounders or effect modifiers: age, 
disease duration, disease duration before biologic DMARD introduction, exposure time to 
biologic, concomitant immunosuppressors, Erythrocyte Sedimentation Rate (ESR), C-Reactive 
Protein (CRP), DAS28 and response status (responder vs. non-responder) at the study beginning 
or time of therapeutic decision. 
3.4.3.3 Statistical analysis 
Differences in patient characteristics between groups at study beginning were analyzed by chi-
square test (binary variables), T-test or Mann-Whitney U test (continuous, variables), as 
appropriate. The threshold for significance was set at a P value (p) of less than 0.05, 2-sided. 
To estimate the course of therapeutic response and low disease activity status over time in 
patients that followed specific therapeutic strategies, we used generalized estimation equation 
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(GEE) with binary response. All the variables previously defined as potential confounders or 
effect size modifiers were tested in our model. Statistical software SPSS 17.0 (Chicago, Illinois) 
and R 2.14.2 platform - package “GEE” were used [547]. 
3.4.4 Results 
3.4.4.1 Characteristics of the cohort 
The study included 105 RA patients, 45% switchers, with a median (interquartile range [IQR]) 
disease duration of 10.1 (4.6-12.6) years. At the study beginning, 22.9% patients were receiving 
infliximab, 31.4% adalimumab and 45.7% etanercept. During the follow-up period, 51.4% of 
patients (Group A) had therapeutic concordant decisions with the proposed algorithm, whereas 
48.6% (Group B) had discordant. Therapeutic decisions concordant with the proposed algorithm 
were undertaken with a median delay of 249 days (IQR 116-388). Patient’s baseline 
characteristics of both cohorts are listed in Table 4. 
3.4.4.2 The Impact of the Proposed Algorithm on Clinical Response Over 
One Year after Therapeutic Decision 
GEE demonstrated that patients from Group A had significantly higher probability of achieving 
therapeutic response (OR=7.91, p<0.001, 95% CI=3.27-19.13) and low disease activity over 
one year after the therapeutic decision (OR=9.77, p<0.001, 95%CI=4.69-20.37), in comparison 
with patients from Group B – Table 5. 
By excluding ADAb-positives patients, the probability of achieving therapeutic response 
(OR=5.97, p<0.001, 95% CI=2.38-14.99) and low disease activity (OR=7.88, p<0.001, 
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95%CI=3.57-17.39) remained significantly higher in patients in Group A when compared to 
those in Group B. 
Response status (responder vs. non-responder) at the time of therapeutic decision had a 
significant effect modification on both outcomes: therapeutic response (OR= 9.59, p<0.001, 
95%CI=4.21-21.84) and low disease activity (OR=5.23, p<0.001, 95%CI=2.30-11.89).  In 
Group A, higher DAS28 scores at the time of therapeutic decision were associated with a lower 
probability of achieving low disease activity over the following year (OR=0.40, p<0.001, 
95%CI=0.27-0.61), whereas in group B the DAS 28 scores did not affect the probability of 
achieving low disease activity (OR=0.84, p=0.33, 95%CI=0.58-1.20). In both situations, either 
response status or DAS28 scores at the time of therapeutic decision did not abrogate the 
association between therapeutic decision and the studied outcomes, which remained highly 
significant and nearly unchanged (less than 10%). The same result was verified after controlling 
for all other considered confounders or effect modifiers, assessed at the time of therapeutic 
decision. 
3.4.4.3 Therapeutic responses over one year in non-responder patients who 
followed the two main branches of our algorithm  
Non-responders to a TNFi in the presence of detectable serum drug trough levels and no 
detectable ADAb had higher probability of achieving response by switching to a drug with 
different MOA, rather than another TNFi, even after adjusting for potential confounders, such 
as DAS28 at the time of switch (OR=6.76, p=0.004, 95%CI=1.82-25.04). Despite a trend toward 
higher probability of achieving low disease activity, statistical significance was not reached 
(regression coefficient=0.24, p=0.73). 
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By analysing the 18 non-responder patients with undetectable serum drug trough levels, ADAb-
positives, we verified that: 1) only two patients switched to a less immunogenic drug, both 
achieving response and low disease activity after the switch; 2) 15 patients maintained 
immunogenic drugs (14 remained within the same MOA and one switched to a different MOA), 
none was able to achieve therapeutic response; 3) one patient, despite ADAb-positivity, was 
considered as a responder and maintained the same therapy, achieving low disease activity and 
even clinical remission over the following year. 
3.4.4.4 ADAb as a mediator of therapeutic response 
At the study beginning, ADAb was detected in 37.5% of infliximab-treated patients and in 
27.3% of adalimumab-treated patients. No detectable ADAb were verified among patients 
receiving etanercept. All ADAb-positive patients had undetectable serum drug trough levels, 
which were not verified in patients without detectable ADAb. Patient’s baseline characteristics 
among ADAb-positive and ADAb-negative are listed in Table 7. 
Lower proportion of responders was observed among ADAb-positive patients than ADAb-
negatives (22.2% vs. 62.1%, p=0.003). One patient with detectable ADAb had low disease 
activity, in comparison with 34.5% of patients without detectable ADAb (5.6% vs. 34.5%, 
p=0.02) - Table 5. ADAb-positive patients had significantly higher mean (SD) CRP values, 
compared with ADAb-negatives: 5 (3-10) vs. 2.15 (1-4) mg/L, p=0.001 – Figure 33 – C-




Our results demonstrate that therapeutic decisions according to the proposed algorithm lead to 
better disease control with significantly better clinical outcomes in RA patients, receiving 
biologic therapies. These results were independent of ADAb status and DAS28 scores at the 
time of therapeutic decision. Less than half of patients empirically followed therapeutic 
strategies concordant with the proposed algorithm.  Had our algorithm been followed, about 8 
months would have been gained, with important clinical and economic impact. Serum drug 
trough levels predict therapeutic responses in switchers. Non-responders to etanercept, 
adalimumab or infliximab, in the presence of detectable serum drug trough levels, were most 
likely to respond when switched to a drug with different MOA, in comparison with those who 
switched to another TNFi. In this subset, TNF might not play a central role in disease 
pathogenesis. Our results are in agreement with two previous studies, where switchers who 
failed previous TNFi (infliximab or adalimumab) in the absence of ADAb had poor responses 
to a second TNFi [484, 539]. 
Non-responders to TNFi in the presence of undetectable serum drug trough levels, ADAb-
positives, were poorly represented in our study and no robust conclusions should be drawn 
exclusively from our data. Our data suggest that those patients might benefit in switching to a 
less immunogenic drug, TNFi or non-TNFi. Previous studies have revealed that patients, who 
discontinued a TNFi due to immunogenicity, were able to achieve response to another TNFi, if 
free of significant immunogenicity [539]. In contrast, lower therapeutic responses were verified 
when the second TNFi was a monoclonal antibody [484, 539].   
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Previous studies have revealed that TNFi therapy is more efficient in patients who discontinued 
the first TNFi due to secondary failure or adverse events, rather than by primary failure [438, 
548]. Therapeutic algorithms based on the clinical distinction between primary and secondary 
failures have been proposed by some authors, who have underestimated the added value of 
immunogenicity assessment in clinical practice [549]. Such a clinical distinction is not 
straightforward, as therapeutic response assessment is based on subjective criteria that can be 
strongly affected by certain biases. The placebo effect, “regression to the mean”, or optimization 
of concomitant therapies may be the cause of initial clinical response. 
A decision tree algorithm based on immunogenicity monitoring was recently proposed by others 
[550]. In this work, contrarily to ours, the first branching implicitly concerns clinical response, 
as the study addresses specifically patients with primary and secondary failures to TNFi. We 
propose a first branching according to drug level that offers the possibility to readily identify 
patients that are over or uselessly treated. The previous algorithm also considers dose escalation 
in non-responders presenting low drug level and undetectable ADAb. In some of these cases 
ADAb might be hidden by the presence of drug and dose escalation may boost ADAb 
production with serious adverse events [209, 210, 462, 495]. In the previous algorithm, a switch 
to another TNFi is recommended for non-responder patients that present optimal serum drug 
levels and ADAb positive. Such ADAb titers, which have no significant impact in serum drug 
concentrations, are unlikely to fully neutralize drug’s bioactivity [193, 462]. No clinical 
response, despite TNF neutralization, may warrant switching to an agent with a different MOA. 
We did not include this category of patients in our own algorithm, as in presence of optimal 
drug levels, ADAb are unlikely to be revealed by using Bridging ELISA or RIA assays [195, 
209, 210, 455]. 
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The inclusion of responders in our algorithm should help identify patients for whom drug dose 
reduction or increased interval between drug administrations might increase treatment cost-
effectiveness. Correlation between DAS28 improvement and serum drug trough levels has been 
verified up to a threshold of drug level, above which no significant DAS28 changes occur [551]. 
EULAR recommendations, according to expert opinion, suggest that tapering a biological 
DMARD should only be considered in patients in remission for at least 12 months [404]. 
Biologic withdrawal might be considered earlier among patients in remission despite 
undetectable drug levels and high titres of ADAb. Subclinical synovitis might lead to bone 
damage in patients who clinically seem to have controlled RA [552, 553]. Image techniques, 
including ultrasonography or magnetic resonance imaging (MRI), have revealed higher 
sensitivity and reproducibility than clinical evaluation in assessing active synovitis and may be 
used to confirm remission [554]. 
Our experience suggests that high ADAb titres in the trough are associated with undetectable 
drug levels during most of the interval between two drug administrations. It seems reasonable 
to postulate that in these cases, remission is not maintained by the therapy. Further double-blind, 
randomized controlled trials may better clarify this point.  
At the study beginning, 37.5% of infliximab-treated patients and 27.3% of adalimumab-treated 
patients had detectable ADAb.  These proportions might be underestimated, since many patients 
with obvious non-responses, potentially ADAb-positives, had already switched from initial 
therapy. Interestingly, in some cases, we were still able to detect ADAb against the previous 
biologic, several years after drug discontinuation. We did not find anti-etanercept antibodies, 
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which is in agreement with previous studies that used more specific methods to detect ADAb 
[478, 496, 539]. 
Patients with detectable ADAb had higher mean CRP values, reflecting the poor control of 
inflammation. Previous studies have revealed higher baseline CRP values in ADAb-positive 
patients, but its association with the development of ADAb is not clear [153]. Concomitant 
immunosuppressive therapies, particularly methotrexate, have been associated with decreased 
ADAb frequencies [496, 555]. In our study, almost all patients were receiving concomitant 
methotrexate and low dose corticosteroids, which limited us to confirm this. 
Our study has important limitations, despite reflecting real-world evidence. This is a small-scale 
study, conducted at one single center, and not powered to assess all the branches described in 
our algorithm, as this was not our main purpose. We did not categorize detectable serum drug 
trough levels from low to high, since no robust studies have clearly defined those cut-offs. 
ADAb are unlikely to be detected in the presence of circulating drug by the most common 
assays, namely Bridging ELISA. We assessed immunogenicity of three TNFi approved for RA 
treatment. Extrapolations to other agents in the same class, such as golimumab and certolizumab 
should be done cautiously.  We treated non-TNFi agents as a homogeneous group and did not 
evaluate the potential differences among them, due to limited data. Etanercept and abatacept did 
not reveal clinically significant immunogenicity and were both considered “less immunogenic”. 
Further studies, using the same methodology, should be conducted to better compare the 
immunogenic profile of biopharmaceuticals. 
Many questions regarding immunogenicity remain to be elucidated. We are proposing strategies 
that are already approved for RA patients. This algorithm represents a preliminary tool to aid 
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decision-making among clinicians and how immunogenicity assessment can be integrated in the 




Table 4 – Patient’s Baseline Characteristics 
 
Legend: Values shown are n (%), means (standard deviation [SD]) or median (interquartile range [IQR]).  
Differences between patients’ baseline characteristics were tested by Mann-Whitney U or chi-square tests; ns = non-singificant 
Switchers = patients who have been previously exposed to biologic therapy and switch to a new agent 
ACPA – Anti-Citrullinated Peptides Antibodies; Biol. – Biologic; CRP – C-Reactive Protein; DAS – Disease Activity Score; 
Dis. – Disease; ESR – Erytrocyte Sedimentation Rate; Initial DAS28 – DAS before biologic therapy; RF – Rheumatoid Factor 
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Table 5 – Response and Low Disease Activity in patients from Group A and Group B, over one 
year after therapeutic decision  
 
Legend: Values shown are n (%), odds ratio (OR) and 95% confidence intervals (95% CI). P-values were obtained from 
generalized estimation equation (GEE) with binary response. 
Group A represents patients that followed the proposed algorithm (any branch) and Group B represents patients that followed 
different strategies. 
Therapeutic response was assessed every 3 months over one year after therapeutic decision. Therapeutic response was defined 
as decreased DAS28>1.2 and DAS28≤3.2, improvement DAS28>1.2 and DAS28>3.2 or improvement 0.6>DAS28≤1.2 and 
DAS28≤5.1 and Low disease activity as DAS28≤3.2. 
 
Table 6 – Therapeutic Response and Low Disease Activity among ADAb-negative and ADAb-
positive patients, at study beginning 
 
Legend: Values shown are n (%). Therapeutic response was assessed every 3 months and defined as an improvement 
DAS28>1.2 and DAS28≤3.2, improvement DAS28>1.2 and DAS28>3.2 or improvement 0.6>DAS28≤1.2 and DAS28≤5.1 
(EULAR good and moderate response). Low disease activity was defined as a present DAS28≤3.2. 
P-values were obtained from chi-square tests. 
ADAb + - anti-drug antibodies positive; ADAb- - anti-drug antibodies negative 
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Table 7 – Patient’s Baseline Characteristics among ADAb+ e ADAb- 
 
Legend: Values shown are n (%), means (standard deviation [SD]) or median (interquartile range [IQR]).  
Differences between patients’ baseline characteristics were tested by Mann-Whitney U or chi-square tests; ns = non-significant 
ACPA – Anti-Citrullinated Peptides Antibodies; ADAb – anti-drug antibodies; ADAb- - Anti-drug antibodies negative; ADAb+ 
- Anti-drug antibodies positive; Biol. – Biologic; CRP – C-Reactive Protein; DAS – Disease Activity Score; Dis. – Disease; 




Figure 32 – Preliminary Algorithm to Approach RA Patients receiving TNF Inhibitor Therapies, 
introducing immunogenicity assessment  
Legend: Serum drug trough levels and therapeutic response (EULAR criteria) assessed every 3 months 
1) Serum drug trough levels detectable (Detect): 
a. EULAR responder - maintain therapy, eventually reducing dosage or increasing the interval 
between drug administrations  
b. EULAR non-response - switch (sw) to a drug with different mechanism of action 
2) Serum drug trough levels undetectable (Und) – assess ADAb: 
a. ADAb positive: 
i. EULAR response: 
1. Re-evaluate patient (concurrent therapies; alternative diagnosis) 
2. Assess active synovitis – if remission, eventually consider withdrawal therapy 
ii. EULAR non-response - switch to a less immunogenic drug 
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b. ADAb negative: 
i. Assess patient’s compliance 
ii. Verify if drug is adjusted to the patient’s weight 
iii. EULAR response: 
1. Re-evaluate patient (concurrent therapies; alternative diagnosis) 
2. Assess active synovitis – if remission, eventually consider withdrawal therapy 
iv. EULAR non-response - switch to a less immunogenic drug 
1. Repeat tests 





Figure 33 – C-Reactive Protein (CRP) concentration among ADAb-negative and ADAb-positive 
patients, at study beginning 
Legend: Values shown are median (interquartile range [IQR]) of CRP: 5 (3-10) mg/L in ADAb+ patients and 2.15 (1-4) mg/L 
in ADAb- patients. 
Differences between CRP median values from two groups were tested by Mann-Whitney U test, p=0.001. 




4 GENERAL DISCUSSION  
The introduction of biological therapies into clinical practice has greatly improved the treatment 
of chronic inflammatory diseases. The efficacy, effectiveness and safety of biological therapies 
have been extensively demonstrated in clinical trials and observational studies. There is a net 
positive balance where health care is concerned. However, this new class of drugs has also 
imposed several challenges for clinicians, biologists and economists. Those challenges are 
inherent to the very nature of these agents: large proteins (often antibodies), costly to produce 
and hard to reproduce under generic forms. Moreover, biologicals are replicates of natural 
compounds synthesized by the organism, administrated at doses far above physiological 
concentrations of their natural equivalents. Hence, their usage interfere with fundamental 
principle of life, that of physiological homeostasis. For over a century, immunologists have 
attempted to decipher the rules of immune tolerance, self / non-self discrimination (or assertion) 
and have proposed that variations from steady state (homeostatic conditions) alert the immune 
system and provoke adaptive immune responses. These fundamental notions are quite relevant 
to the challenge imposed by the use of biological therapies.  
Over the last years increasing literature have revealed the ADAb as one of the main reasons 
behind therapeutic failure, also having impact on drug safety profile. Even though, the concept 
of drug immunogenicity has not reached medical community and clinical decision-makers. This 
overall neglect may owe to conflicting results from RCTs, which has higher impact near medical 
community than observational studies. However, immunogenicity induced by the long term of 
biologics in clinical practice has been poorly addressed by large RCTs, and never as a primary 
objective. Moreover, detection of ADAb is technically challenging and optimized assays were 
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only recently available. Therefore, we reavaluated all the available evidence, pooling all studies 
togheter in a meta-analysis, to formally established the clinical impact of ADAb. Posteriorly, 
we defined a convenient assay to monitor immunogenicity in clinical practice and we designed 
an algorithm introducing immunogenicity information into the current clinical management of 
patients receiving biologic therapies. We demonstrated the possibility of a personalized and 
scientifically-based approach to patients receiving biologic therapies, providing more safer and 
cost-effective strategies with obvious advantages for the patients and society.  
4.1 THE IMPACT OF ADAB ON THERAPEUTIC RESPONSES  
To formally document the impact of ADAb on therapeutic responses we performed a systematic 
review (2,082 studies) with a meta-analysis (17 included studies) of the literature. We assessed 
the effect of anti-drug antibodies on therapeutic response to infliximab, adalimumab and 
etanercept in patients with Rheumatoid Arthritis, Spondyloarthritis, Psoriasis and Inflammatory 
Bowel Diseases. We also scored the effect of concomitant immunosuppression on the detection 
of ADAb.  
Meta-analysis is a statistical technique for combining data from independent studies, having 
higher statistical power to detect an effect than individual studies. Meta-analysis is also less 
influenced by local biases and it represents today the top of the evidence for clinical decision-
making.  
This approach revealed that i) anti-drug-antibodies significantly reduce drug effectiveness; ii) 
this effect can be attenuated by concomitant immunosuppression, which iii) reduces ADAb. 
Strikingly, detectable ADAb decreased drug response by as much as 80%. This result contrasted 
117 
with reports from most RCTs, which considered immunogenicity as a minor problem. Our 
analysis support the notion that lack of sensitivity and specificity in most ADAb assays has been 
the major misleading factor in these randomized clinical trials [326, 340, 485, 556]. Moreover, 
the appropriate time for sample collection was also not always respected. It is known today that 
in the majority of patients ADAb become detectable after 12-24 weeks of therapy, when ADAb 
titres exceed the circulating drug’s concentration [153, 210, 213]. Clinical trials of short-term 
duration might underestimate the frequency of ADAb. Additionally, residual circulating drug 
significantly interferes with the detection of ADAb in the most conventional assays (ELISAs or 
RIAs) due to immune complex formation that prevents the binding or the capture of ADAb in 
those assays [209]. Therefore, to avoid drug interference, samples must be collected 
immediately before the next drug administration (trough), where it is expected the lowest drug 
concentration. Going back to those RCTs we may verify that many of these aspects were not 
always taking into account.  
4.2 THE INFLUENCE OF CONCOMITANT IMMUNOSUPPRESSION AND OTHER 
POSSIBLE MODULATOR FACTORS ON ADAB DETECTION 
We demonstrated that concomitant immunosuppression, mainly with MTX, attenuates the 
impact of ADAb on therapeutic response. This explains, in part, why combined therapy with 
biologic plus MTX is more effective than biologics in monotherapy. A sub-group analysis 
confirmed that in studies where higher proportion of patients was receiving concomitant MTX, 
the impact of ADAb on therapeutic response rates was attenuated to 68%. This result also 
suggests that in some cases clinical response is maintained by MTX and not the biologic 
anymore, when high ADAb titers and undetectable drug (biologic) levels are seen. We could 
not analyze the modifier effect induced by AZA or 6-MCP due to lack of data. However, our 
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results suggest that MTX may have higher modulating effect of drug immunogenicity than AZA 
or 6-MCP, which need to be confirmed in further large trials. This is of high clinical relevance 
for IBD patients, where AZA represents the main immunosuppressor. Similarly, in diseases 
where MTX is not approved, such as SpA or Ps, MTX although not having apparently 
significant role in disease pathogenesis, might be important to increase drug survival and 
efficacy. We verified that concomitant immunosuppression reduced detectable ADAb by 64%.  
The exact mechanism by which MTX reduces ADAb detection and why that reduction is more 
evident in some patients, remain unknown. At lower concentrations, such those commonly used 
in RA (7.5-20mg/weekly), MTX has been shown to induce apoptosis of activated but not resting 
T-cells, thereby reducing cytokine production and inflammation [557-559]. As such, we might 
expect that MTX will suppress biologic-specific T cells when they became fully activated, i.e. 
shortly after biologic administration.  Fully advantage of MTX efficacy may occur at this time 
point. Moreover, it is known that plasma bioactive MTX half-life is relatively short and some 
hours after MTX intake, which may also vary between individuals, its inactive metabolite rise 
in plasma [559-562]. In RA, MTX is given weekly and its intake is not usually coordinated with 
biologic administration. Differences in MTX metabolism and in the interval between its intake 
and biologic administration may explain, at least in part, inter-individual differences in the 
modulating effect of MTX on ADAb production.  
We also assessed the influence of other factors that may modulate the clinical impact of drug 
immunogenicity, such as initial higher doses or scheduled regimens. Limited data prevent us to 
drawn robust conclusions. However, previous studies have demonstrated that initial higher 
doses lead to small numbers of memory T cells and less efficient immune responses upon re-
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challenge with the same antigen, when compared with initial lower-doses [169, 170]. Small-
scale studies have suggesting that higher initial infliximab doses (10mg/Kg compared with 
1mg/Kg or 3mg/Kg) or higher initial adalimumab doses (160/80mg compared with 80/40mg at 
week 0 and 2, respectively, followed by 40mg eow) are associated with sustained better clinical 
outcomes, higher circulating drug levels and lower ADAb detection [159, 494]. However, 
induction doses are preconized only for some biologics and just for some diseases. This topic 
has not been specifically addressed, and although this approach may increase the initial therapy 
costs, if it lowers immunogenicity increasing drug survival, it might represent a cost-effective 
strategy over time. Scheduled administrations have also been associated with lower incidence 
of ADAb than episodic or on-demand regimens [160, 167, 168]. All these aspects have 
important clinical implications as they may reduce immunogenicity below its clinical 
significance. Therefore, further studies specifically addressing these topics are warranted.  
4.3 ETANERCEPT (FUSION PROTEIN): BIOLOGIC FREE OF SIGNIFICANT 
IMMUNOGENICITY 
Despite all the advances in biologics manufacturing, immunogenicity still represents one of the 
major drawbacks in the use of these therapies. However, important differences regarding 
immunogenicity exist among biologics. In our previous studies, no anti-etanercept antibodies 
were detected by using the most recent and optimized assays to detect ADAb. Very few studies 
in the Literature report the presence of anti-etanercept antibodies [331, 333, 487, 488]. In all of 
those studies, the detected antibodies were of low titer, transient, non-neutralizing and with no 
clinical impact. Because ELISAs of lower specificity were used in those studies to detect ADAb, 
false-positive results cannot be excluded. Consistent with this low immunogenic profile is the 
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fact that etanercept has consistently exhibited higher drug survival than infliximab or 
adalimumab in clinical studies [422, 432]. 
The reason why etanercept is of low/absent immunogenicity remains largely unknown. Some 
factors can, however, be hypothesized. Etanercept is a dimeric fusion protein comprised of two 
extracellular portions of p75-TNFR (75-kDa TNF receptors) linked to the Fc portion of a human 
IgG1. Only the junction between these two domains, the hinge region, is composed by few non-
human a.a. residues. Etanercept does not contain the highly variable CDR regions present in 
Fab arms of mAbs, where resides the higly immunogenic epitopes [60]. On the other hand, 
etanercept contains a human Fcγ portion, where it is though to reside tolerogenic epitopes 
(Tregitopes) [102]. Possibly, the balance between lower Teffector and higher Tregitopes content 
may contribute to the low immunogenicity of etanercept.  Consistently, abatacept, the CTLA4-
Fcγ construct, has also been associated with low immunogenicity. However, lenercept, a fusion 
protein similar to etanercept, did not receive approval for clinical use due to high 
immunogenicity revealed during its development. In contrast to etanercept (p75-TNFR-Fcγ), 
lenercept consists in the extracellular part of p55-TNFR fused with Fcγ portion. Lenercept (i.v.) 
was also tested in RA, and anti-lenercept antibodies, IgM and IgG, were detected in the serum 
of 60% of RA patients [563, 564]. Subcutaneous formulations were subsequently developed but, 
still, anti-lenercept antibodies were associated with a faster drug clearance [565]. Differences in 
the structure and function of the two TNFR may account for differences in the immunogenicity 
between lenercept (p55-TNFR) and etanercept (p75-TNFR). While p55-TNFR becomes 
primarily internalized after ligation, p75-TNFR is rapidly shed [566-569]. The higher 
internalization of p55-TNFR may increase the possibility of its processing and presentation, 
which may constitute a pressure force for the selection and maintenance of specific T and B cell 
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clones and antibodies to p55-TNFR and not to p75-TNFR. Qualitative or quantitative 
differences in the thymic expression between p55- and p75-TNFR could be also hypothesized, 
although no suggestive evidence of that has been reported in the Literature.  
Some studies have revealed that etanercept has lower affinity to transmembrane TNFa and 
induces significantly less antibody-dependent cell-mediated cytotoxicity (ADCC) than 
infliximab or adalimumab [329, 570]. Overall speaking, drugs that have membrane targets tend 
to be more immunogenic. By converting cell-binding antibodies into monomeric non-cell-
binding mutants, tolerance can be induced to the therapeutic cell-binding forms, as demonstrated 
with the anti-CD52 CAMPATH [58]. Moreover, the complex etanercept-soluble TNFa cannot 
interact with transmembrane TNFR, at least with p75-TNFR, as both etanercept and 
transmembrane p75-TNFR is suppose to bind to the same TNF epitope. However, it is likely 
that infliximab and adalimumab recognize epitopes in the TNF molecule other than those 
recognized by the TNFR, not preventing the binding between the complex infliximab- or 
adalimumab-TNFa with transmembrane TNFR and its consequent internalization and 
processing. This aspect may also contribute for the lower immunogenicity of etanercept by 
comparison with infliximab and adalimumab. Finally, in addition to TNFa blockage, etanercept 
also blocks lymphotoxin-alfa (LTa), which among other functions is also important for germinal 
centre formation [489]. The role of LTa in drug immunogenicity is not known.  
4.4 THE IMPACT OF ADAB ON DRUG’S SAFETY PROFILE 
Beyond the impact of ADAb on therapeutic effectiveness, drug immunogenicity may also 
interfere with drug safety profile, increasing the risk of adverse events [160, 210, 211, 213, 458, 
495, 497-501]. 
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The most common adverse events that have been associated with ADAb are the ”anaphylactoid-
like” acute reactions after intravenous infusions of biologics such as infliximab. ADAb may also 
mediate subacute symptoms such as arthralgia, myalgia or thromboembolic phenomena [495]. 
However, in this case the temporal relationship is not so obvious between the symptoms and the 
drug’s administration, which may have prevented a more clear association. 
Although IgE-ADAb have been reported, the great bulk of ADAb are of IgG isotype. This 
suggests an alternative pathway (IgE-independent) mediated by IgG, FcγRIII, macrophages, 
basophils, platelet activating factor (PAF) and complement activation with the consequent 
production of anaphylatoxins. Both IgE and non-IgE mediated acute IrAE might be clinically 
indistinguishable and tend to occur only from the second biologic’s infusion. Adverse reactions 
immediately during the first exposure to the drug have also been described, however they 
represent a minority. These reactions occurring at the first infusion are not related with ADAb, 
although the precise mechanism is not fully understood. A pre-existing sensitization towards 
some additives or cytokine release during cell apoptosis induced by the cross-linking of 
therapeutic monoclonal antibodies bound to target cells, may underlie these immediate 
reactions. These cytokine-release syndromes can be managed by short-term cessation of 
biologic’s infusion, restarting the infusion at a slower rate, or by the administration of histamine 
blockers and corticosteroids [534-536]. However, this approach has been employed indistinctly 
to all types of IrAE, irrespectively of the mechanism behind. This explains why in the majority 
of the cases pre-medication or slower infusion-rates do not prevent the recurrence of IrAE, as 
in the vast majority of the cases they are mediated by ADAb. Moreover, the persistence on the 
same therapy in the presence of ADAb may boost the immune response to biologic in some 
patients, which may increase the severity of adverse reactions without further clinical benefit. 
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The majority of the patients with ADAb-related IrAE end up loosing therapeutic response 
rapidly. Acute IrAE tend to be associated with high ADAb titres, which tend to increase with 
treatment continuation. ADAb can be detected at lower levels before the clinically overt IrAE, 
highlighting the predictive value of ADAb for such adverse events. Thus, immunogenicity 
monitoring may help us to better understand the mechanism underlying the adverse reactions, 
which have serious implications in their management. This type of approach can help us to 
prevent serious adverse events, namely through a timely therapy withdrawal.   
4.5 SUITABLE ASSAYS TO MONITOR IMMUNOGENICITY IN ROUTINE 
CLINICAL PRACTICE 
The detection of ADAb could be technically demanding and the quality of the assay may 
significantly affect the results. Newly developed assays have emerged to assess ADAb with 
better sensitivity and specificity. There are several optimized methods to detect ADAb. The 
most commonly used have been RIA-based methods. However, RIA requires high doses of 
radioactivity and special technical conditions, which prevent its use in the routine practice. In 
close collaboration with Sanquin Research Institute, Amsterdam, we developed a modified 
ELISA, known as Bridging ELISA, to specifically assess ADAb. Microtiter plates are incubated 
with the drug. After the incubation of the serum samples in the plates, the biotinylated drug are 
added and revealed through poly-HRP. This double recognition of ADAb leads to an ELISA of 
higher specificity.  
We tested the performance of this Bridging ELISA in our cohort of patients by comparison with 
RIA-ABT, which have been considered by many as the “gold-standard” to assess ADAb. The 
same positive samples were detected by both assays. Bridging ELISA offers the advantage of 
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being a simple and cheap method, easy to automate and to implement in the routine practice. 
Some limitations also exist, namely drug interference and inability to detect ADAb of IgG4, 
which may represent a significant proportion of ADAb. Drug interference is one of the major 
drawbacks of both ELISA and RIA [209]. By using these methods, ADAb can only be detected 
when their concentration exceeds the concentration of the drug. In the presence of the drug, 
ADAb might be hidden due to immune complex formation.  New methods are now available, 
which by promoting an acidic IC dissociation, allow the assessment of very low ADAb titres 
[462]. However, the clinical significance of such low titres remains unknown, as free drug 
remains available and no significant impact in therapeutic response has been seen. Both RIA 
and Bridging ELISA are, thus, able to detect clinically significant immunogenicity. The majority 
of ADAb are of IgG1 and IgG4 isotypes. Human IgG4 is able to exchange half of the Ig molecule 
with another IgG4 of different specificity, losing their bivalency and the ability to bridge. In 
these cases Bridging ELISA is not able to detect ADAb. However, we have not seen ADAb 
exclusively of IgG4 isotype. Strangely, some reports have shown patients IgG4-RIA-ABT 
positives, who tested negative in total IgG-RIA-ABT [209]. However, this might be owed to 
different drug interference between these two assays. Moreover, IgG4 represent a minority of 
total amount of IgGs and when a great proportion of ADAb is of IgG4 isotype is likely that they 
exchange half of the molecule with IgG4 of the same specificity, maintaining the bivalency. 
Therefore, the inability of detecting IgG4 by Bridging ELISA is a more theoretical than practical 
issue.  
We concluded that drug levels monitoring through an ELISA format and the detection of ADAb 
through Bridging ELISA, in case of undetectable serum drug trough levels, represent a suitable 
strategy to monitor immunogenicity in routine clinical practice. This strategy will provide very 
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important information, namely: a) the reason for therapeutic failure (mechanism of drug action 
versus drug immunogenicity); b) the identification of non-adherent patients and c) possibly 
patients that are overtreated, in which dose drug reduction programs might be implemented.  
4.6 INTEGRATING IMMUNOGENICITY INFORMATION IN THE MANAGEMENT 
OF PATIENTS RECEIVING BIOLOGIC THERAPIES 
RA has been seen as a paradigmatic example of a chronic disabling disease, where cytokine 
manipulation through biologic therapies has revolutionized the prognosis of the disease. Given 
the successful results of biologics, an increased number of patients are receiving these therapies, 
which represents an enormous burden to our societies. Moreover, therapeutic failures to these 
drugs are frequent and therapeutic decisions in these cases, such as whether to increase the dose 
or to switch to another biological of similar or different target, are more an empirical rather than 
a scientific-based decision.  
Until recently only TNFi were approved as first-line therapy in naïve RA-patients. In the 2013 
updated EULAR recommendations, tocilizumab and abatacept was also included in the 
approved first-line agents for RA treatment. However, TNFi still represent the most commonly 
used mechanism of action. In case of therapeutic failure to the initial agent, a switch to any of 
the approved biologics is recommended, irrespectively of the reason behind the failure. Given 
the lack of direct comparative RCT, all biologics have been considered equally effective and 
safe. However, according to our work and an increasing body of evidence, non-responders 
definitively do not represent a homogeneous group, and according to the reason of failure 
patients might benefit switching to specific agents. Similarly, in responding patients, the same 
lack of objective guidance prevents an educated and desirable dose reduction program, as there 
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are recent reasons to believe that over-treatment is common in patients receiving biological 
therapies [571-575]. 
Through the routine immunogenicity monitoring of our patient’s cohort, together with an 
exhaustive analysis of the literature, we designed an algorithm that integrates immunogenicity 
data in the current approach of patients receiving biologics - Figure 32. 
This algorithm is a binary decision maker, where the first node is defined by the serum drug 
trough levels (at every three months) and, the second, by the detection of ADAb (in case of 
undetectable drug levels). The three months interval represents the usual and recommended 
schedule for clinical visits and therapeutic decisions in clinical practice.  
We propose start divinding the patients according to detectable or undetectable serum drug 
levels, assessed by ELISA using a setup as described before. We did not categorize positive 
levels in an arbitrary low, normal or high level, as a paucity of studies exists to rigorously define 
the therapeutic range for each biologic and a high inter-individual variability has been reported. 
We purposefully choose this rough classification, as there is, today, no rigorous argument to 
define those cut-off values. Further analyses are needed to better discriminate those ranges and 
it is expected that routine assessment of serum drug levels will constructively contribute to this 
aim. 
In the presence of no clinical response, despite TNF neutralization, we might assume that the 
drug mechanism of action might not be the most appropriate for those patients and a switch to 
a drug with different mechanism of action is advisable. Some patients are never able to achieve 
therapeutic response to TNFi and are, thus, designated as primary non-reponders or as patients 
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having a “TNF-independent” RA. The identification of these patients has not only practical 
interest, as it is also of high scientific relevance. A better characterization of these “TNF-
independent” RA patients would be certainly important to better understand pathophysiologic 
mechanisms underlying RA and patient’s heterogeneity. Cytokines are redundant and 
pleiotropic. The predominance of a given cytokine may change over time during the disease 
course, and also may be affected by the presence or absence of other cytokines. This may in part 
explain why some RA patients do not achieve clinical improvement with TNFi. Early 
rheumatoid arthritis is characterized by a distinct and transient synovial fluid cytokine pattern, 
which is not found in patients with established disease [576]. The effect of some cytokines are 
often linked to the presence and effects of other cytokines. For example, TGFβ together with 
IL6 promotes the differentiation into Th17 cells, but in the relative absence of IL6 it can favours 
the induction of T regulatory cells [577]. It might be possible that in the near future different 
cytokines profiles will be identified in different patients and at different stages of the disease, 
where different therapies will have different efficacy. 
Primary non-responders are currently defined as patients who cannot achieve DAS28 response 
as early as three months of therapy, in contrast to secondary non-responders, who loose initial 
DAS28 response at month six or later.  This means that currently the distinction between these 
two groups of patients may rely only in DAS28 assessment at one single time point (3 months 
after the beginning of therapy). Considering that DAS28 is based on some subjective parameters 
and that therapeutic responses at month three may be affected by several bias, such as the 
placebo effect, it is conceivable to consider this classification of low reliability. However, some 
authors have proposed algorithms for therapeutic decision merely based on this classification, 
arguing that primary non-responses are associated with refractoriness to the drug’s mechanism 
128 
of action, while secondary non-responses are likely mediated by ADAb development [549].  Not 
only this clinical classification is extremely fragile, as explained before, as non-responses at 
month three does not mean necessarily refractoriness to the drug’s mechanism of action because 
they can have already developed significant immunogenicity by this time. Therefore, we 
propose to assess drug levels (and ADAb in case of undetectable drug trough levels) for a more 
reliable and objective distinction between primary and secondary non-responders. Primary non-
responders will be those who, despite detectable and adequate drug levels, cannot achieve 
therapeutic response. We have then a possibility to easily and more rapidly discriminate the 
patients who benefit switching to different mechanism of action from those who will benefit 
from less immunogenic therapies.  
We propose to assess ADAb only in case of undetectable serum drug trough levels. Due to drug 
interference, the most commonly used assays cannot detect ADAb in the presence of circulating 
drug. By forming immune complexes with the drug, ADAb also promote the drug’s fast 
clearance from the circulation. Hence, detection of ADAb is predictably associated with very 
low/undetectable drug levels. When ADAb are produced at low titers, reduction in drug levels 
is not significant and virtually all ADAb remain in complex with the drug, preventing their 
detection [462]. Assays such as PIA-RIA-ABT, which promote the dissociation of immune 
complexes, allow the detection of such low levels of ADAb, otherwise hidden by high drug 
concentrations. However, in those cases the exceeding drug concentration remains free to 
neutralize TNF, as demonstrated in bioassays, and no significant clinical impact has been 
observed [193, 462]. Therefore, the clinical impact of ADAb, beyond their association with 
adverse events, occurs when ADAb concentration is enough to fully neutralize the drug. High 
sensitive assays are important to monitor ADAb responses and better understand the dynamic 
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of immune responses to biologics, but its added value in clinical practice remains to be 
established. Hence, we found Bridging ELISA a convenient method to monitor ADAb in clinical 
practice, in case of undetectable drug levels. Some authors have argued that ADAb is of little 
relevance, as their most important consequence is mediated through their impact on drug levels. 
However, non-adherence to the therapy may also lead to undetectable drug levels, which should 
not be interpreted as a consequence of drug immunogenicity. Reports of 50% non-adherence to 
chronic therapies have been revealed [540]. Treatment interruptions may have deleterious 
consequences. Poor therapeutic responses have been described after temporary therapeutic 
withdrawal, being more difficult to rescue response as good as previously. Episodic treatment 
regimens have been associated with higher immunogenicity as well. Hence, the assessment of 
ADAb in case of undetectable drug levels may provide added value in the identification of these 
patients, to whom an educational reinforcement regarding their disease and treatment might be 
advisable.  
Other factors may possibly interfere with drug pharmacokinetics/pharmacodynamics, such as 
weight or fat distribution. However, none of those seem to be able to mediate a so huge and fast 
clearance of the drug from circulation, particularly after injecting so high amount of therapeutic 
protein, as it is normally injected during these treatments.  
In case of clinical non-response and ADAb positivity, a switch to a less immunogenic drug, 
irrespectively of mechanism of action, is recommended.  There is no cross-reactivity of ADAb 
with different biologics, as they are highly specific antibodies. However, patients who produce 
ADAb to one biologic have 2-fold higher probability to produce ADAb against a new biologic, 
when compared to biologic-naïve patients [455, 578]. 
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There is a paucity of comparative studies evaluating immunogenicity of different biologics by 
using the same type of assays. The lack of standardization and huge heterogeneity among assays 
prevent direct comparisons between different studies. However, important information already 
exists regarding this topic. By using the same type of assays, it has been verified that: infliximab 
is able to induce more ADAb than adalimumab and, etanercept is free of significant 
immunogenicity. This is highly consistent with drug survival rates observed in clinical practice, 
which are higher for etanercept followed by adalimumab and lastly by infliximab [422].  
These differences in immunogenicity among different biologics, may also explain conflicting 
literature evaluating the clinical outcomes after switching to drugs with the same versus different 
mechanism of action. In a swiss cohort study involving 116 RA patients, evolution of the DAS28 
was more favorable in the group that received rituximab compared with the group that received 
an alternative TNFi. At 6 months, the mean decrease in the DAS28 was -1.61 (95% CI = -1.97, 
-1.25) among patients receiving rituximab and -0.98 (95% CI = -1.33, -0.62) among those 
receiving subsequent TNFi therapy [451]. Different results were obtained from a British cohort 
study involving 1328 RA patients, where no significant changes in DAS28 score or in the 
remission rate were verified among patients who switched to rituximab when compared to an 
alternative TNFi [372]. Any of these studies had taken into consideration which was/were the 
previous TNFi (mAb versus fusion protein), the reason of failure (presence versus absence of 
adequate drug levels) and which was the alternative TNFi (mAb versus fusion protein). By 
scrutinizing patient’s baseline characteristics in the previous studies, we verify that in contrast 
to the first one, in the later the majority of the included patients had failed one mAb (infliximab 
or adalimumab) and switched to etanercept (fusion protein). Thus, it is likely that in the second 
study the majority (although possibly not all) of patients had failed the previous TNFi due to 
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immunogenicity and, thus, a switch to a less immunogenic drug, TNFi or not, represent an 
effective strategy. In agreement to this, is a more recent study published by Gomez-Reino et al, 
evaluating the EULAR responses in 1124 RA switcher patients at 6 and 12 months after 
switching to an alternative TNFi (TNFi-group) versus rituximab (RTX group) [579]. By 
analysing these two groups, a significant higher proportion of EULAR good responses were 
verified in the RTX group. However, by subdividing the TNFi-group in 1) those who had 
previously failed a mAb (infliximab or adalimumab) and switched to etanercept and, 2) those 
who had previously failed etanercept and switched to mAb (infliximab or adalimumab), no 
significant differences in clinical outcomes were verified between RTX-group and those who 
switched to etanercept. In contrast, significant better outcomes were verified in the RTX-group 
when compared to those who had previously failed etanercept. As etanercept is free of 
significant immunogenicity, resistance to the mechanism of action is likely the cause of 
etanercept failures. In this case, the switch to a different mechanism of action represents a more 
effective strategy. 
Overall speaking, fusion proteins are less immunogenic than mAb, in part explained by the 
absence of the highly immunogenic CDR regions, though many other aspects may be 
implicated, as previously discussed. No neutralizing antibodies have been also detected against 
abatacept (CTLA4-Fcγ construct), which lead us to define etanercept and abatacept as less 
immunogenic drugs. Overall speaking, as less as foreign sequences are present in a mAb, the 
lower is its immunogenicity, though this might be not entirely true. Immunogenicity does not 
simply rely on amino acid sequence and other factors contribute to drug immunogenicity. As 
stressed before, further studies comparing the immunogenicity of different biologics by using 
the same type assays are very important to better evaluate the immunogenicity of each biologic 
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induced by its long-term in clinical practice. In the absence of such information we treated all 
the other biologics as a homogeneous group but possibly they may have important differences 
regarding immunogenicity that need to be further explored. Consistent with this has been the 
lower secondary failures and higher remission rates reported under tocilizumab therapy, an 
humanized mAb against the alpha-chain of the IL6-receptor [379, 381, 580]. Moreover, in 
contrast to TNFi, the combination therapy of tocilizumab plus methotrexate has not 
demonstrated better clinical outcomes than tocilizumab monotherapy [581]. All together, this 
evidence suggests a possible lower immunogenic profile of tocilizumab. This lead us to 
hypothesize that drug mechanism of action may also influence drug immunogenicity and it may 
well be that TNF blockade influences differently ADAb production than IL6 inhibition.  
4.7 DRUG MECHANISM OF ACTION AND ADAB PRODUCTION 
TNFa is known to have also immune-regulatory effects, which are believed to be mediated 
through p75-TNFR.  In contrast to p55-TNFR, which have been associated with induction and 
maintenance of chronic inflammation and antibody responses to T cell-dependent antigens [309, 
582-589], p75-TNFR signalling offers protective role in several disorders, including 
autoimmune diseases, heart diseases, and demyelinating/neurodegenerative conditions [590-
596]. Consistently, several defects at the p75-TNFR signalling have been reported in both 
human and mouse models of autoimmune disorders, including Crohn’s disease, Systemic Lupus 
Erythematous (SLE), Multiple Sclerosis (MS), Ankylosing Spondylitis (AS) and Type 1 
Diabetes [597-601]. Interestingly, there is a predominant expression of p75-TNFR on human 
and mice CD4+FoxP3+ T cells. Approximately 70% of human CD4+FoxP3+ cells express p75-
TNFR, compared with approximately 20% of CD4+FoxP3- cells [602-604]. P75-TNFR is 
constitutively expressed on human thymic T regulatory cells, but not on thymic T effector cells 
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[605]. Tregs expressing P75-TNFR generally exhibit a memory/effector phenotype and express 
higher levels of cytotoxic T-lymphocyte Antigen-4 (CTLA4), exhibiting a more potent 
immunosuppressive activity [603, 606, 607]. Even CD4+CD25- cells that express P75-TNFR 
have demonstrated considerable immunosuppressive activity [606]. It has been proposed that 
TNFa produced by activated T effector cells during inflammation activates Tregs through p75-
TNFR [608-610]. Consistently, Treg cells deficient in p75-TNFR have shown lower 
immunosuppressive capacity and poor control of inflammatory responses in vivo [602]. Taken 
together, this evidence highlight the regulatory properties of TNF, known as a potent pro-
inflammatory cytokine. It might be possible that TNFa assumes different properties (pro-
inflammatory versus regulatory) according to its concentration and cytokine milieu. The impact 
of TNF blockade in immune-regulatory effects mediated by TNFa is more evident in chronic 
phases of the disease than during acute inflammatory phases. TNFi have shown higher anti-
inflammatory efficacy and better clinical outcomes when administered at early acute 
inflammatory phases of RA. Similarly, TNF blockade in mice models of antigen-induced 
experimental autoimmune encephalomyelitis (EAE), which mimic acute inflammatory phases 
of Multiple Sclerosis (MS), was associated with significant disease improvement [309-313]. 
However, when administered to chronic MS patients, it was associated with deleterious effects 
[314, 315].  
Prolonged treatment of RA or IBD patients with TNFi has been associated with autoimmune 
phenomena, such as high antinuclear antibodies (ANAs) titres, double-strand (ds)-antiDNA 
antibodies, lupus-like syndrome or neuroinflammatory conditions. TNFi in established SLE was 
also associated with increased titres of lupus-associated antibodies (ANAs, ds-aDNA) and 
severe nephritis, which may suggest a participation of TNFa in the control of those 
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autoantibodies. So far, no association have been found between ADAb and autoantibodies 
production (ANAS or ds-antiDNA antibodies) [611]. However, if we hypothesise that excessive 
TNFa neutralization will lead to increase titres of autoantibodies, we will then expect an inverse 
correlation between autoantibodies and ADAb, as the later prevents TNF neutralization. Further 
longitudional studies assessing both ADAb titres, ANAs and ds-DNA and ideally serum TNFa 
concentration are warranted to better understand a possible correlation between these 
biomarkers.  
In contrast to TNFi, the use of tocilizumab in murine models of lupus and SLE patients has been 
associated with significant decrease of anti-dsDNA and disease activity [612-614]. Prolonged 
treatment with tocilizumab has not been associated with increased titres of ANAs, ds-DNA or 
lupus-like syndromes [615]. IL6 has been shown to play a pivotal role in driving the 
differentiation of naive T cells into pro-inflammatory T cell populations, such as TH17 cells, 
inhibiting the generation of T regulatory cells [616, 617].  IL6 has also been shown ability to 
inhibit the suppressive function of Tregs [618, 619]. The blockade of IL6 signaling has been 
associated with expansion of Tregs, in mice models and in humans [620-623]. It is possible that 
IL6 blockade will potentiate immune-regulatory mechanisms with impact on antibody responses 
and thus, on drug immunogenicity. Alternatively, we may also hypothesize that tocilizumab has 
higher and/or faster efficacy, inducing remission more rapidly. Once in remission, the 
development of immunogenicity would not have significant clinical impact. Further studies are 
warranted to better evaluate the immunogenicity of tocilizumab with its long-term use in clinical 
practice. 
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4.8 BIOLOGIC DOSE REDUCTION PROGRAMS BASED ON SERUM DRUG 
LEVELS 
The EULAR recommendations consider the possibility of dose reduction in patients with stable 
remission [364]. In the last update of EULAR recommendations are not completely clear how 
long should remission be maintained before start the biologic dose reduction, but in the previous 
recommendations one year was the advised period [404]. However, such reduction has been 
proposed on an empirical basis, i.e. simply considering DAS28 remission and not taking into 
account circulating drug levels. Clinical remission may occur in the presence of low serum drug 
trough levels (low or high) or in the absence of detectable circulating drug levels. While in the 
former we can always imagine that remission is maintained by the treatment, in the later case it 
is conceivable to postulate that is not. Hence, we propose that biologic withdrawal might be 
considered earlier among these later subgroup of patients, saving costs and possible adverse 
events. Increasingly evidence about discontinuation and dose titration of biologics in RA 
patients has emerged over the last years. The results have shown that dose titration or even 
discontinuation of TNFi is feasible and leads to overall dose reduction without compromising 
the clinical outcomes, although no circulating drug levels have been taken into account [571-
575]. In our cohort we verified the existence of patients with DAS28<2.6 with undetectable drug 
trough levels and detectable ADAb. Similarly, in another RA cohort, very low or undetectable 
drug levels were found in 33% of remission patients [624]. Those patients represent a subgroup 
of patients in which drug reduction can be proposed safely without waiting too long. 
Nevertheless, we recommend the use of ultrasonography or magnetic resonance imaging (MRI) 
before therapeutic withdrall, to exclude subclinical synovitis.  Those imaging methods have 
revealed higher sensitivity and reproducibility than clinical evaluation and it is well known that 
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subclinical synovitis might lead to bone damage in patients who clinically seem to have 
controlled RA [552-554]. 
However, we have also found patients in remission or low disease activity in the presence of 
very high drug trough levels. Going back to previous studies we can verify that above 1ug/mL 
of serum infliximab levels, no significant differences in clinical outcomes (ACR responses) 
occur between those who had infliximab levels between 1-10ug/mL and those who had 
>10ug/mL [625]. Similarly, it was recently published that above 5ug/mL of serum adalimumab, 
the correlation between DAS28 and adalimumab levels is no longer present [626]. Further larger 
longitudinal studies are warranted to validate those cut-offs, but it is already possible to 
comfortably reduce biologic doses to values close to the previously mentioned, as often much 
higher drug concentrations are found among patients [153, 195, 519].  
One of the main concerns of this strategy has been the possibility of flares and its management. 
However, considerable flare rates have been reported even despite standard dose regimens of 
biologic therapies [627, 628]. Those flares tend to be managed through the optimization of non-
biologic DMARD therapies, chemical synovectomies or even biologic dose intensification [575, 
629, 630]. Studies evaluating tapering strategies, even not considering circulating drug levels, 
have shown no significant differences in the number or severity of flares, when compared to 
standard treatment regimens [571-575]. The integration of serum drug levels assessment will 
offer even more safety, as it will prevent possible over-tapering. The dose reduction will be 
proposed comfortably just up to certain limit, below which some precaution is advised.  
In conclusion, our algorithm, by having a first branching according to drug level that offers the 
possibility to readily identify responder patients who are overtreated or uselessly treated. The 
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assessment of drug levels in first place also prevents unnecessary ADAb assessments, as in 
presence of optimal drug levels, ADAb are unlikely to be revealed by the most common assays, 
such as Bridging ELISA or RIA [195, 209, 210, 484]. Progressive drug reductions or even 
therapy withdrawal can be done safer and more cost-effectively if based on serum drug levels. 
Further studies are now warranted to better discriminate the minimum effective drug level for 
each patient/subgroup of patients. 
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5 CONCLUSIONS 
5.1 RELEVANCE (AND PERSPECTIVE) OF THIS WORK FOR CLINICAL 
PRACTICE 
The clinical heterogeneity among patients is to be considered. Drug immunogenicity is one of 
the main reasons behind therapeutic failure, also increasing the risk of adverse events. 
Monitoring drug levels and anti-drug antibodies represent a very promising tool for an optimized 
and personalized usage of biological therapies. 
The algorithm we proposed and tested operates along a qualitative classification of patients 
according to ADAb and drug level detection. It is expected that extension of this work to 
quantitative large-scale longitudinal studies, will provide the material for its improvement, 
notably for optimization of the effective drug level for each patient. 
Our analysis of 105 patients, each followed for duration of 12 months after therapeutic decision, 
reveals that those who coincidently followed strategies concordant with our algorithm had about 
10-fold higher probability to achieve low disease activity, when compared to those who 
followed different therapeutic strategies. Moreover, had our algorithm been fully applied, about 
8 months would have been gained to achieve those beneficial outcomes.  
Our proposal represents a personalized and scientific-based approach to patients receiving 
biologic therapies, providing more safe and cost-effective strategies. 
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5.2 RELEVANCE FOR ECONOMIC AND SOCIETAL VALUES 
Biological therapies have revolutionized the prognosis of many chronic inflammatory diseases, 
which tend to affect young people at productive age. Despite the overall benefit of these novel 
therapies, some patients never achieve therapeutic response or, more often, do not sustain a good 
response to continuous therapy. The clinical identification of these subgroups is affected by 
several biases, which prevent fast and assertive therapeutic decisions. Moreover, accumulating 
evidence has now suggested that a considerable number of responder patients are indeed over-
treated.  
By using reliable bio-markers, such as levels of drug and of ADAb, these subgroups would be 
easily and rapidly identified. Fast and assertive therapeutic decisions could then be 
implemented, leading to a better control of disease activity and possibly clinical remission, 
which is today the main therapeutic goal, as defined by the European League Against 
Rheumatism (EULAR). 
Our scientific-based strategy for clinical decisions would improve significantly the cost-
effectiveness of biological therapies, a concern of modern societies. Comparing and improving 
immunogenicity tests, we demonstrated that monitoring immunogenicity and drug level can 
easily be implemented in routine clinical practice, for an estimate annual cost of 400€ per 
patient. Considering the modest cost of such a monitoring together with i) the very high cost of 
biological therapies (approximately 12 000€ per patient per year), ii) our evaluation that several 
months of inefficient therapies could be prevented by monitoring immunogenicity and iii) the 
amount of administrated drug could be reduced in a subgroup of patients, there is no doubts that 
implementing this in routine practice would be cost-effective. In addition to direct and 
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immediate costs reductions, this strategy would also provide indirect gains on a longer scale, by 
reducing disability and promoting patients’ functionality and productivity.   
In conclusion, our findings could guide decisions at a National regulatory level as it allows 




1. Owens T, Wekerle H, Antel J. Genetic models for CNS inflammation. Nat Med. 2001;7(2):161-6. 
2. Falcone M, Sarvetnick N. Cytokines that regulate autoimmune responses. Curr Opin Immunol. 
1999;11(6):670-6. 
3. Giudicelli V, Chaume D, Lefranc MP. IMGT/GENE-DB: a comprehensive database for human and 
mouse immunoglobulin and T cell receptor genes. Nucleic Acids Res. 2005;33(Database 
issue):D256-61. 
4. Jefferis R, Lefranc MP. Human immunoglobulin allotypes: possible implications for 
immunogenicity. MAbs. 2009;1(4):332-8. 
5. Posukh O LG, Lefranc MP. IMGT Repertoire 2013 [cited 2014 12 June]. Available from: 
http://www.imgt.org/IMGTrepertoire/Proteins/allotypes/human/IGH/IGHC/Hu_IGHCallotypes2.h
tml. 
6. Woof JM, Burton DR. Human antibody-Fc receptor interactions illuminated by crystal structures. 
Nat Rev Immunol. 2004;4(2):89-99. 
7. Nezlin R, Ghetie V. Interactions of immunoglobulins outside the antigen-combining site. Adv 
Immunol. 2004;82:155-215. 
8. Jefferis R. Antibody therapeutics: isotype and glycoform selection. Expert Opin Biol Ther. 
2007;7(9):1401-13. 
9. Tao MH, Canfield SM, Morrison SL. The differential ability of human IgG1 and IgG4 to activate 
complement is determined by the COOH-terminal sequence of the CH2 domain. J Exp Med. 
1991;173(4):1025-8. 
10. Nauta AJ, Roos A, Daha MR. A regulatory role for complement in innate immunity and 
autoimmunity. Int Arch Allergy Immunol. 2004;134(4):310-23. 
11. Ravetch JV, Bolland S. IgG Fc receptors. Annu Rev Immunol. 2001;19:275-90. 
144 
12. Junghans RP, Anderson CL. The protection receptor for IgG catabolism is the beta2-microglobulin-
containing neonatal intestinal transport receptor. Proc Natl Acad Sci U S A. 1996;93(11):5512-6. 
13. van der Zee JS, van Swieten P, Aalberse RC. Inhibition of complement activation by IgG4 
antibodies. Clin Exp Immunol. 1986;64(2):415-22. 
14. Jefferis R, Lund J, Pound J. Molecular definition of interaction sites on human IgG for Fc receptors 
(huFc gamma R). Mol Immunol. 1990;27(12):1237-40. 
15. Aalberse RC, van der Gaag R, van Leeuwen J. Serologic aspects of IgG4 antibodies. I. Prolonged 
immunization results in an IgG4-restricted response. J Immunol. 1983;130(2):722-6. 
16. Aalberse RC, Stapel SO, Schuurman J, Rispens T. Immunoglobulin G4: an odd antibody. Clin Exp 
Allergy. 2009;39(4):469-77. 
17. van der Neut Kolfschoten M, Schuurman J, Losen M, Bleeker WK, Martinez-Martinez P, 
Vermeulen E, et al. Anti-inflammatory activity of human IgG4 antibodies by dynamic Fab arm 
exchange. Science. 2007;317(5844):1554-7. 
18. Schuurman J, Van Ree R, Perdok GJ, Van Doorn HR, Tan KY, Aalberse RC. Normal human 
immunoglobulin G4 is bispecific: it has two different antigen-combining sites. Immunology. 
1999;97(4):693-8. 
19. Aalberse RC, Schuurman J, van Ree R. The apparent monovalency of human IgG4 is due to 
bispecificity. Int Arch Allergy Immunol. 1999;118(2-4):187-9. 
20. van der Zee JS, van Swieten P, Aalberse RC. Serologic aspects of IgG4 antibodies. II. IgG4 
antibodies form small, nonprecipitating immune complexes due to functional monovalency. J 
Immunol. 1986;137(11):3566-71. 
21. Margni RA, Binaghi RA. Nonprecipitating asymmetric antibodies. Annu Rev Immunol. 
1988;6:535-54. 
22. Kohler G, Milstein C. Continuous cultures of fused cells secreting antibody of predefined 
specificity. Nature. 1975;256(5517):495-7. 
23. Shawler DL, Bartholomew RM, Smith LM, Dillman RO. Human immune response to multiple 
injections of murine monoclonal IgG. J Immunol. 1985;135(2):1530-5. 
145 
24. Ober RJ, Radu CG, Ghetie V, Ward ES. Differences in promiscuity for antibody-FcRn interactions 
across species: implications for therapeutic antibodies. Int Immunol. 2001;13(12):1551-9. 
25. Presta LG, Shields RL, Namenuk AK, Hong K, Meng YG. Engineering therapeutic antibodies for 
improved function. Biochem Soc Trans. 2002;30(4):487-90. 
26. Cosimi AB, Burton RC, Colvin RB, Goldstein G, Delmonico FL, LaQuaglia MP, et al. Treatment 
of acute renal allograft rejection with OKT3 monoclonal antibody. Transplantation. 
1981;32(6):535-9. 
27. Thistlethwaite JR, Jr., Cosimi AB, Delmonico FL, Rubin RH, Talkoff-Rubin N, Nelson PW, et al. 
Evolving use of OKT3 monoclonal antibody for treatment of renal allograft rejection. 
Transplantation. 1984;38(6):695-701. 
28. Sgro C. Side-effects of a monoclonal antibody, muromonab CD3/orthoclone OKT3: bibliographic 
review. Toxicology. 1995;105(1):23-9. 
29. Chirino AJ, Ary ML, Marshall SA. Minimizing the immunogenicity of protein therapeutics. Drug 
Discov Today. 2004;9(2):82-90. 
30. Moutel S, Perez F. "Antibodies--Europe. Engineering the next generation of antibodies". Biotechnol 
J. 2008;3(3):298-300. 
31. Suntharalingam G, Perry MR, Ward S, Brett SJ, Castello-Cortes A, Brunner MD, et al. Cytokine 
storm in a phase 1 trial of the anti-CD28 monoclonal antibody TGN1412. N Engl J Med. 
2006;355(10):1018-28. 
32. Maggi E, Vultaggio A, Matucci A. Acute infusion reactions induced by monoclonal antibody 
therapy. Expert Rev Clin Immunol. 2011;7(1):55-63. 
33. Boulianne GL, Hozumi N, Shulman MJ. Production of functional chimaeric mouse/human 
antibody. Nature. 1984;312(5995):643-6. 
34. Hwang WY, Almagro JC, Buss TN, Tan P, Foote J. Use of human germline genes in a CDR 
homology-based approach to antibody humanization. Methods. 2005;36(1):35-42. 
35. Lefranc MP, Ehrenmann F, Ginestoux C, Giudicelli V, Duroux P. Use of IMGT((R)) databases and 
tools for antibody engineering and humanization. Methods Mol Biol. 2012;907:3-37. 
146 
36. Nelson AL, Dhimolea E, Reichert JM. Development trends for human monoclonal antibody 
therapeutics. Nat Rev Drug Discov. 2010;9(10):767-74. 
37. Waldmann H. A personal history of the CAMPATH-1H antibody. Med Oncol. 2002;19 Suppl:S3-
9. 
38. Jones PT, Dear PH, Foote J, Neuberger MS, Winter G. Replacing the complementarity-determining 
regions in a human antibody with those from a mouse. Nature. 1986;321(6069):522-5. 
39. Kim JH, Hong HJ. Humanization by CDR grafting and specificity-determining residue grafting. 
Methods Mol Biol. 2012;907:237-45. 
40. Padlan EA. A possible procedure for reducing the immunogenicity of antibody variable domains 
while preserving their ligand-binding properties. Mol Immunol. 1991;28(4-5):489-98. 
41. Zhang W, Feng J, Li Y, Guo N, Shen B. Humanization of an anti-human TNF-alpha antibody by 
variable region resurfacing with the aid of molecular modeling. Mol Immunol. 2005;42(12):1445-
51. 
42. Reichert JM. Monoclonal antibodies as innovative therapeutics. Curr Pharm Biotechnol. 
2008;9(6):423-30. 
43. Lonberg N. Fully human antibodies from transgenic mouse and phage display platforms. Curr Opin 
Immunol. 2008;20(4):450-9. 
44. Smith GP. Filamentous fusion phage: novel expression vectors that display cloned antigens on the 
virion surface. Science. 1985;228(4705):1315-7. 
45. Caton AJ, Koprowski H. Influenza virus hemagglutinin-specific antibodies isolated from a 
combinatorial expression library are closely related to the immune response of the donor. Proc Natl 
Acad Sci U S A. 1990;87(16):6450-4. 
46. Throsby M, Geuijen C, Goudsmit J, Bakker AQ, Korimbocus J, Kramer RA, et al. Isolation and 
characterization of human monoclonal antibodies from individuals infected with West Nile Virus. 
J Virol. 2006;80(14):6982-92. 
147 
47. McWhirter JR, Kretz-Rommel A, Saven A, Maruyama T, Potter KN, Mockridge CI, et al. 
Antibodies selected from combinatorial libraries block a tumor antigen that plays a key role in 
immunomodulation. Proc Natl Acad Sci U S A. 2006;103(4):1041-6. 
48. Vaughan TJ, Williams AJ, Pritchard K, Osbourn JK, Pope AR, Earnshaw JC, et al. Human 
antibodies with sub-nanomolar affinities isolated from a large non-immunized phage display library. 
Nat Biotechnol. 1996;14(3):309-14. 
49. Hoogenboom HR. Selecting and screening recombinant antibody libraries. Nat Biotechnol. 
2005;23(9):1105-16. 
50. Lonberg N, Taylor LD, Harding FA, Trounstine M, Higgins KM, Schramm SR, et al. Antigen-
specific human antibodies from mice comprising four distinct genetic modifications. Nature. 
1994;368(6474):856-9. 
51. Green LL, Hardy MC, Maynard-Currie CE, Tsuda H, Louie DM, Mendez MJ, et al. Antigen-
specific human monoclonal antibodies from mice engineered with human Ig heavy and light chain 
YACs. Nat Genet. 1994;7(1):13-21. 
52. Xu JL, Davis MM. Diversity in the CDR3 region of V(H) is sufficient for most antibody 
specificities. Immunity. 2000;13(1):37-45. 
53. Lonberg N. Human antibodies from transgenic animals. Nat Biotechnol. 2005;23(9):1117-25. 
54. Popkov M, Jendreyko N, Gonzalez-Sapienza G, Mage RG, Rader C, Barbas CF, 3rd. Human/mouse 
cross-reactive anti-VEGF receptor 2 recombinant antibodies selected from an immune b9 allotype 
rabbit antibody library. J Immunol Methods. 2004;288(1-2):149-64. 
55. Moore WV, Leppert P. Role of aggregated human growth hormone (hGH) in development of 
antibodies to hGH. J Clin Endocrinol Metab. 1980;51(4):691-7. 
56. Braun A, Kwee L, Labow MA, Alsenz J. Protein aggregates seem to play a key role among the 
parameters influencing the antigenicity of interferon alpha (IFN-alpha) in normal and transgenic 
mice. Pharm Res. 1997;14(10):1472-8. 
57. Schellekens H. Relationship between biopharmaceutical immunogenicity of epoetin alfa and pure 
red cell aplasia. Curr Med Res Opin. 2003;19(5):433-4. 
148 
58. Gilliland LK, Walsh LA, Frewin MR, Wise MP, Tone M, Hale G, et al. Elimination of the 
immunogenicity of therapeutic antibodies. J Immunol. 1999;162(6):3663-71. 
59. Schultes BC, Whiteside TL. Monitoring of immune responses to CA125 with an IFN-gamma 
ELISPOT assay. J Immunol Methods. 2003;279(1-2):1-15. 
60. Harding FA, Stickler MM, Razo J, DuBridge RB. The immunogenicity of humanized and fully 
human antibodies: residual immunogenicity resides in the CDR regions. MAbs. 2010;2(3):256-65. 
61. Koren E, De Groot AS, Jawa V, Beck KD, Boone T, Rivera D, et al. Clinical validation of the "in 
silico" prediction of immunogenicity of a human recombinant therapeutic protein. Clin Immunol. 
2007;124(1):26-32. 
62. Barbosa MD, Vielmetter J, Chu S, Smith DD, Jacinto J. Clinical link between MHC class II 
haplotype and interferon-beta (IFN-beta) immunogenicity. Clin Immunol. 2006;118(1):42-50. 
63. Tangri S, Mothe BR, Eisenbraun J, Sidney J, Southwood S, Briggs K, et al. Rationally engineered 
therapeutic proteins with reduced immunogenicity. J Immunol. 2005;174(6):3187-96. 
64. Rosenberg AS. Effects of protein aggregates: an immunologic perspective. AAPS J. 
2006;8(3):E501-7. 
65. McHeyzer-Williams M, McHeyzer-Williams L, Panus J, Pogue-Caley R, Bikah G, Driver D, et al. 
Helper T-cell-regulated B-cell immunity. Microbes Infect. 2003;5(3):205-12. 
66. Anderson MS, Venanzi ES, Klein L, Chen Z, Berzins SP, Turley SJ, et al. Projection of an 
immunological self shadow within the thymus by the aire protein. Science. 2002;298(5597):1395-
401. 
67. Kumar PG, Laloraya M, Wang CY, Ruan QG, Davoodi-Semiromi A, Kao KJ, et al. The 
autoimmune regulator (AIRE) is a DNA-binding protein. J Biol Chem. 2001;276(44):41357-64. 
68. Egwuagu CE, Charukamnoetkanok P, Gery I. Thymic expression of autoantigens correlates with 
resistance to autoimmune disease. J Immunol. 1997;159(7):3109-12. 
69. Von Boehmer H, Schubiger K. Thymocytes appear to ignore class I major histocompatibility 
complex antigens expressed on thymus epithelial cells. Eur J Immunol. 1984;14(11):1048-52. 
149 
70. Ready AR, Jenkinson EJ, Kingston R, Owen JJ. Successful transplantation across major 
histocompatibility barrier of deoxyguanosine-treated embryonic thymus expressing class II 
antigens. Nature. 1984;310(5974):231-3. 
71. Kappler JW, Roehm N, Marrack P. T cell tolerance by clonal elimination in the thymus. Cell. 
1987;49(2):273-80. 
72. Kappler JW, Staerz U, White J, Marrack PC. Self-tolerance eliminates T cells specific for Mls-
modified products of the major histocompatibility complex. Nature. 1988;332(6159):35-40. 
73. Abe R, Hodes RJ. Properties of the Mls system: a revised formulation of Mls genetics and an 
analysis of T-cell recognition of Mls determinants. Immunol Rev. 1989;107:5-28. 
74. Kisielow P, Teh HS, Bluthmann H, von Boehmer H. Positive selection of antigen-specific T cells 
in thymus by restricting MHC molecules. Nature. 1988;335(6192):730-3. 
75. Fowell D, Mason D. Evidence that the T cell repertoire of normal rats contains cells with the 
potential to cause diabetes. Characterization of the CD4+ T cell subset that inhibits this autoimmune 
potential. J Exp Med. 1993;177(3):627-36. 
76. Wucherpfennig KW, Zhang J, Witek C, Matsui M, Modabber Y, Ota K, et al. Clonal expansion and 
persistence of human T cells specific for an immunodominant myelin basic protein peptide. J 
Immunol. 1994;152(11):5581-92. 
77. Coutinho A, Salaun J, Corbel C, Bandeira A, Le Douarin N. The role of thymic epithelium in the 
establishment of transplantation tolerance. Immunol Rev. 1993;133:225-40. 
78. Sakaguchi S. Naturally arising CD4+ regulatory t cells for immunologic self-tolerance and negative 
control of immune responses. Annu Rev Immunol. 2004;22:531-62. 
79. Fontenot JD, Gavin MA, Rudensky AY. Foxp3 programs the development and function of 
CD4+CD25+ regulatory T cells. Nat Immunol. 2003;4(4):330-6. 
80. Gambineri E, Torgerson TR, Ochs HD. Immune dysregulation, polyendocrinopathy, enteropathy, 
and X-linked inheritance (IPEX), a syndrome of systemic autoimmunity caused by mutations of 
FOXP3, a critical regulator of T-cell homeostasis. Curr Opin Rheumatol. 2003;15(4):430-5. 
150 
81. Wildin RS, Smyk-Pearson S, Filipovich AH. Clinical and molecular features of the 
immunodysregulation, polyendocrinopathy, enteropathy, X linked (IPEX) syndrome. J Med Genet. 
2002;39(8):537-45. 
82. Jordan MS, Boesteanu A, Reed AJ, Petrone AL, Holenbeck AE, Lerman MA, et al. Thymic 
selection of CD4+CD25+ regulatory T cells induced by an agonist self-peptide. Nat Immunol. 
2001;2(4):301-6. 
83. Kawahata K, Misaki Y, Yamauchi M, Tsunekawa S, Setoguchi K, Miyazaki J, et al. Generation of 
CD4(+)CD25(+) regulatory T cells from autoreactive T cells simultaneously with their negative 
selection in the thymus and from nonautoreactive T cells by endogenous TCR expression. J 
Immunol. 2002;168(9):4399-405. 
84. van Santen HM, Benoist C, Mathis D. Number of T reg cells that differentiate does not increase 
upon encounter of agonist ligand on thymic epithelial cells. J Exp Med. 2004;200(10):1221-30. 
85. Itoh M, Takahashi T, Sakaguchi N, Kuniyasu Y, Shimizu J, Otsuka F, et al. Thymus and 
autoimmunity: production of CD25+CD4+ naturally anergic and suppressive T cells as a key 
function of the thymus in maintaining immunologic self-tolerance. J Immunol. 1999;162(9):5317-
26. 
86. Josefowicz SZ, Rudensky A. Control of regulatory T cell lineage commitment and maintenance. 
Immunity. 2009;30(5):616-25. 
87. Coutinho A, Caramalho I, Seixas E, Demengeot J. Thymic commitment of regulatory T cells is a 
pathway of TCR-dependent selection that isolates repertoires undergoing positive or negative 
selection. Curr Top Microbiol Immunol. 2005;293:43-71. 
88. Klein L, Roettinger B, Kyewski B. Sampling of complementing self-antigen pools by thymic 
stromal cells maximizes the scope of central T cell tolerance. Eur J Immunol. 2001;31(8):2476-86. 
89. Bonasio R, Scimone ML, Schaerli P, Grabie N, Lichtman AH, von Andrian UH. Clonal deletion of 
thymocytes by circulating dendritic cells homing to the thymus. Nat Immunol. 2006;7(10):1092-
100. 
151 
90. Li J, Park J, Foss D, Goldschneider I. Thymus-homing peripheral dendritic cells constitute two of 
the three major subsets of dendritic cells in the steady-state thymus. J Exp Med. 2009;206(3):607-
22. 
91. Modigliani Y, Bandeira A, Coutinho A. A model for developmentally acquired thymus-dependent 
tolerance to central and peripheral antigens. Immunol Rev. 1996;149:155-20. 
92. Waldmann H, Cobbold S. Regulating the immune response to transplants. a role for CD4+ 
regulatory cells? Immunity. 2001;14(4):399-406. 
93. Chen W, Jin W, Hardegen N, Lei KJ, Li L, Marinos N, et al. Conversion of peripheral CD4+CD25- 
naive T cells to CD4+CD25+ regulatory T cells by TGF-beta induction of transcription factor 
Foxp3. J Exp Med. 2003;198(12):1875-86. 
94. Apostolou I, von Boehmer H. In vivo instruction of suppressor commitment in naive T cells. J Exp 
Med. 2004;199(10):1401-8. 
95. Kretschmer K, Apostolou I, Hawiger D, Khazaie K, Nussenzweig MC, von Boehmer H. Inducing 
and expanding regulatory T cell populations by foreign antigen. Nat Immunol. 2005;6(12):1219-27. 
96. Laurence A, Tato CM, Davidson TS, Kanno Y, Chen Z, Yao Z, et al. Interleukin-2 signaling via 
STAT5 constrains T helper 17 cell generation. Immunity. 2007;26(3):371-81. 
97. De Groot AS, Berzofsky JA. From genome to vaccine--new immunoinformatics tools for vaccine 
design. Methods. 2004;34(4):425-8. 
98. Martin W, Sbai H, De Groot AS. Bioinformatics tools for identifying class I-restricted epitopes. 
Methods. 2003;29(3):289-98. 
99. De Groot AS, Rayner J, Martin W. Modelling the immunogenicity of therapeutic proteins using T 
cell epitope mapping. Dev Biol (Basel). 2003;112:71-80. 
100. Sturniolo T, Bono E, Ding J, Raddrizzani L, Tuereci O, Sahin U, et al. Generation of tissue-specific 
and promiscuous HLA ligand databases using DNA microarrays and virtual HLA class II matrices. 
Nat Biotechnol. 1999;17(6):555-61. 
152 
101. Jawa V, Cousens LP, Awwad M, Wakshull E, Kropshofer H, De Groot AS. T-cell dependent 
immunogenicity of protein therapeutics: Preclinical assessment and mitigation. Clin Immunol. 
2013;149(3):534-55. 
102. De Groot AS, Moise L, McMurry JA, Wambre E, Van Overtvelt L, Moingeon P, et al. Activation 
of natural regulatory T cells by IgG Fc-derived peptide "Tregitopes". Blood. 2008;112(8):3303-11. 
103. Cousens LP, Najafian N, Mingozzi F, Elyaman W, Mazer B, Moise L, et al. In vitro and in vivo 
studies of IgG-derived Treg epitopes (Tregitopes): a promising new tool for tolerance induction and 
treatment of autoimmunity. J Clin Immunol. 2013;33 Suppl 1:S43-9. 
104. De Groot AS, Martin W. Reducing risk, improving outcomes: bioengineering less immunogenic 
protein therapeutics. Clin Immunol. 2009;131(2):189-201. 
105. Cousens LP, Su Y, McClaine E, Li X, Terry F, Smith R, et al. Application of IgG-derived natural 
Treg epitopes (IgG Tregitopes) to antigen-specific tolerance induction in a murine model of type 1 
diabetes. J Diabetes Res. 2013;2013:621693. 
106. Cousens LP, Tassone R, Mazer BD, Ramachandiran V, Scott DW, De Groot AS. Tregitope update: 
mechanism of action parallels IVIg. Autoimmun Rev. 2013;12(3):436-43. 
107. Mingozzi F, High KA. Immune responses to AAV vectors: overcoming barriers to successful gene 
therapy. Blood. 2013;122(1):23-36. 
108. Adair P, Su Y, Scott DW. Tolerance induction in hemophilia A animal models: battling inhibitors 
with antigen-specific immunotherapies. Discov Med. 2013;15(84):275-82. 
109. Su Y, Rossi R, De Groot AS, Scott DW. Regulatory T cell epitopes (Tregitopes) in IgG induce 
tolerance in vivo and lack immunogenicity per se. J Leukoc Biol. 2013;94(2):377-83. 
110. Hui DJ, Basner-Tschakarjan E, Chen Y, Davidson RJ, Buchlis G, Yazicioglu M, et al. Modulation 
of CD8+ T cell responses to AAV vectors with IgG-derived MHC class II epitopes. Mol Ther. 
2013;21(9):1727-37. 
111. Janeway CA, Jr., Medzhitov R. Innate immune recognition. Annu Rev Immunol. 2002;20:197-216. 
153 
112. Joubert MK, Hokom M, Eakin C, Zhou L, Deshpande M, Baker MP, et al. Highly aggregated 
antibody therapeutics can enhance the in vitro innate and late-stage T-cell immune responses. J Biol 
Chem. 2012;287(30):25266-79. 
113. Bachmann MF, Zinkernagel RM. Neutralizing antiviral B cell responses. Annu Rev Immunol. 
1997;15:235-70. 
114. Sulzer B, Perelson AS. Immunons revisited: binding of multivalent antigens to B cells. Mol 
Immunol. 1997;34(1):63-74. 
115. Blacklock JB, Wright DC, Dedrick RL, Blasberg RG, Lutz RJ, Doppman JL, et al. Drug streaming 
during intra-arterial chemotherapy. J Neurosurg. 1986;64(2):284-91. 
116. Ionescu-Zanetti C, Khurana R, Gillespie JR, Petrick JS, Trabachino LC, Minert LJ, et al. Monitoring 
the assembly of Ig light-chain amyloid fibrils by atomic force microscopy. Proc Natl Acad Sci U S 
A. 1999;96(23):13175-9. 
117. Chi EY, Krishnan S, Randolph TW, Carpenter JF. Physical stability of proteins in aqueous solution: 
mechanism and driving forces in nonnative protein aggregation. Pharm Res. 2003;20(9):1325-36. 
118. Wang W. Lyophilization and development of solid protein pharmaceuticals. International journal 
of pharmaceutics. 2000;203(1-2):1-60. 
119. Demeule B, Palais C, Machaidze G, Gurny R, Arvinte T. New methods allowing the detection of 
protein aggregates: a case study on trastuzumab. MAbs. 2009;1(2):142-50. 
120. Carpenter JF, Kendrick BS, Chang BS, Manning MC, Randolph TW. Inhibition of stress-induced 
aggregation of protein therapeutics. Methods Enzymol. 1999;309:236-55. 
121. Benatuil L, Kaye J, Rich RF, Fishman JA, Green WR, Iacomini J. The influence of natural antibody 
specificity on antigen immunogenicity. Eur J Immunol. 2005;35(9):2638-47. 
122. Bolgiano B, Mawas F, Yost SE, Crane DT, Lemercinier X, Corbel MJ. Effect of physico-chemical 
modification on the immunogenicity of Haemophilus influenzae type b oligosaccharide-CRM(197) 
conjugate vaccines. Vaccine. 2001;19(23-24):3189-200. 
154 
123. Siddiqui NI, Idakieva K, Demarsin B, Doumanova L, Compernolle F, Gielens C. Involvement of 
glycan chains in the antigenicity of Rapana thomasiana hemocyanin. Biochem Biophys Res 
Commun. 2007;361(3):705-11. 
124. Sinclair AM, Elliott S. Glycoengineering: the effect of glycosylation on the properties of therapeutic 
proteins. J Pharm Sci. 2005;94(8):1626-35. 
125. Verthelyi D, Wang V. Trace levels of innate immune response modulating impurities (IIRMIs) 
synergize to break tolerance to therapeutic proteins. PLoS One. 2010;5(12):e15252. 
126. Singh N, Agrawal S, Rastogi AK. Infectious diseases and immunity: special reference to major 
histocompatibility complex. Emerg Infect Dis. 1997;3(1):41-9. 
127. Nepom BS. The role of the major histocompatibility complex in autoimmunity. Clin Immunol 
Immunopathol. 1993;67(3 Pt 2):S50-5. 
128. Caillat-Zucman S, Gimenez JJ, Wambergue F, Albouze G, Lebkiri B, Naret C, et al. Distinct HLA 
class II alleles determine antibody response to vaccination with hepatitis B surface antigen. Kidney 
Int. 1998;53(6):1626-30. 
129. Poland GA, Ovsyannikova IG, Jacobson RM, Vierkant RA, Jacobsen SJ, Pankratz VS, et al. 
Identification of an association between HLA class II alleles and low antibody levels after measles 
immunization. Vaccine. 2001;20(3-4):430-8. 
130. Parkar BA, Reeves WG. In vitro priming of human lymphocytes to heterologous insulins. J 
Immunol Methods. 1989;120(2):159-65. 
131. Palleroni AV, Aglione A, Labow M, Brunda MJ, Pestka S, Sinigaglia F, et al. Interferon 
immunogenicity: preclinical evaluation of interferon-alpha 2a. J Interferon Cytokine Res. 1997;17 
Suppl 1:S23-7. 
132. Cohen T, Moise L, Ardito M, Martin W, De Groot AS. A method for individualizing the prediction 
of immunogenicity of protein vaccines and biologic therapeutics: individualized T cell epitope 
measure (iTEM). J Biomed Biotechnol. 2010;2010. 
133. Berer K, Krishnamoorthy G. Commensal gut flora and brain autoimmunity: a love or hate affair? 
Acta Neuropathol. 2012;123(5):639-51. 
155 
134. Welsh RM, Che JW, Brehm MA, Selin LK. Heterologous immunity between viruses. Immunol Rev. 
2010;235(1):244-66. 
135. Wang P, Sidney J, Dow C, Mothe B, Sette A, Peters B. A systematic assessment of MHC class II 
peptide binding predictions and evaluation of a consensus approach. PLoS Comput Biol. 
2008;4(4):e1000048. 
136. Bartelds GM, Wijbrandts CA, Nurmohamed MT, Wolbink GJ, de Vries N, Tak PP, et al. Anti-
adalimumab antibodies in rheumatoid arthritis patients are associated with interleukin-10 gene 
polymorphisms. Arthritis Rheum. 2009;60(8):2541-2. 
137. Uhr JW, Moller G. Regulatory effect of antibody on the immune response. Adv Immunol. 
1968;8:81-127. 
138. Tew JG, Kosco MH, Burton GF, Szakal AK. Follicular dendritic cells as accessory cells. Immunol 
Rev. 1990;117:185-211. 
139. Van den Berg TK, Yoshida K, Dijkstra CD. Mechanism of immune complex trapping by follicular 
dendritic cells. Curr Top Microbiol Immunol. 1995;201:49-67. 
140. Henry C, Jerne NK. Competition of 19S and 7S antigen receptors in the regulation of the primary 
immune response. J Exp Med. 1968;128(1):133-52. 
141. Haughton G, Makela O. Suppression or augmentation of the antihapten response in mice by 
antibodies of different specificities. J Exp Med. 1973;138(1):103-16. 
142. Steenholdt C, Palarasah Y, Bendtzen K, Teisner A, Brynskov J, Teisner B, et al. Pre-existing IgG 
antibodies cross-reacting with the Fab region of infliximab predict efficacy and safety of infliximab 
therapy in inflammatory bowel disease. Aliment Pharmacol Ther. 2013;37(12):1172-83. 
143. Smith T. Active Immunity Produced by So Called Balanced or Neutral Mixtures of Diphtheria 
Toxin and Antitoxin. J Exp Med. 1909;11(2):241-56. 
144. Bazin R, Lemieux R, Tremblay T. Reversal of immune thrombocytopenia in mice by cross-linking 
human immunoglobulin G with a high-affinity monoclonal antibody. Br J Haematol. 
2006;135(1):97-100. 
156 
145. Routsias JG, Kyriakidis NC, Friedman DM, Llanos C, Clancy R, Moutsopoulos HM, et al. 
Association of the idiotype:antiidiotype antibody ratio with the efficacy of intravenous 
immunoglobulin treatment for the prevention of recurrent autoimmune-associated congenital heart 
block. Arthritis Rheum. 2011;63(9):2783-9. 
146. Jerne NK. Towards a network theory of the immune system. Annales d'immunologie. 1974;125C(1-
2):373-89. 
147. Ochsenbein AF, Fehr T, Lutz C, Suter M, Brombacher F, Hengartner H, et al. Control of early viral 
and bacterial distribution and disease by natural antibodies. Science. 1999;286(5447):2156-9. 
148. Baumgarth N, Tung JW, Herzenberg LA. Inherent specificities in natural antibodies: a key to 
immune defense against pathogen invasion. Springer Semin Immunopathol. 2005;26(4):347-62. 
149. Boes M, Prodeus AP, Schmidt T, Carroll MC, Chen J. A critical role of natural immunoglobulin M 
in immediate defense against systemic bacterial infection. J Exp Med. 1998;188(12):2381-6. 
150. Matejuk A, Beardall M, Xu Y, Tian Q, Phillips D, Alabyev B, et al. Exclusion of natural 
autoantibody-producing B cells from IgG memory B cell compartment during T cell-dependent 
immune responses. J Immunol. 2009;182(12):7634-43. 
151. Madi A, Bransburg-Zabary S, Kenett DY, Ben-Jacob E, Cohen IR. The natural autoantibody 
repertoire in newborns and adults: a current overview. Adv Exp Med Biol. 2012;750:198-212. 
152. Stewart J, Varela FJ, Coutinho A. The relationship between connectivity and tolerance as revealed 
by computer simulation of the immune network: some lessons for an understanding of 
autoimmunity. J Autoimmun. 1989;2 Suppl:15-23. 
153. Bartelds GM, Krieckaert CL, Nurmohamed MT, van Schouwenburg PA, Lems WF, Twisk JW, et 
al. Development of antidrug antibodies against adalimumab and association with disease activity 
and treatment failure during long-term follow-up. JAMA. 2011;305(14):1460-8. 
154. Ragnhammar P, Friesen HJ, Frodin JE, Lefvert AK, Hassan M, Osterborg A, et al. Induction of anti-
recombinant human granulocyte-macrophage colony-stimulating factor (Escherichia coli-derived) 
antibodies and clinical effects in nonimmunocompromised patients. Blood. 1994;84(12):4078-87. 
157 
155. Davis TA, Grillo-Lopez AJ, White CA, McLaughlin P, Czuczman MS, Link BK, et al. Rituximab 
anti-CD20 monoclonal antibody therapy in non-Hodgkin's lymphoma: safety and efficacy of re-
treatment. J Clin Oncol. 2000;18(17):3135-43. 
156. Piro LD, White CA, Grillo-Lopez AJ, Janakiraman N, Saven A, Beck TM, et al. Extended 
Rituximab (anti-CD20 monoclonal antibody) therapy for relapsed or refractory low-grade or 
follicular non-Hodgkin's lymphoma. Ann Oncol. 1999;10(6):655-61. 
157. Pijpe J, van Imhoff GW, Spijkervet FK, Roodenburg JL, Wolbink GJ, Mansour K, et al. Rituximab 
treatment in patients with primary Sjogren's syndrome: an open-label phase II study. Arthritis 
Rheum. 2005;52(9):2740-50. 
158. Looney RJ, Anolik JH, Campbell D, Felgar RE, Young F, Arend LJ, et al. B cell depletion as a 
novel treatment for systemic lupus erythematosus: a phase I/II dose-escalation trial of rituximab. 
Arthritis Rheum. 2004;50(8):2580-9. 
159. Maini RN, Breedveld FC, Kalden JR, Smolen JS, Davis D, Macfarlane JD, et al. Therapeutic 
efficacy of multiple intravenous infusions of anti-tumor necrosis factor alpha monoclonal antibody 
combined with low-dose weekly methotrexate in rheumatoid arthritis. Arthritis Rheum. 
1998;41(9):1552-63. 
160. Baert F, Noman M, Vermeire S, Van Assche G, G DH, Carbonez A, et al. Influence of 
immunogenicity on the long-term efficacy of infliximab in Crohn's disease. N Engl J Med. 
2003;348(7):601-8. 
161. Messinger YH, Mendelsohn NJ, Rhead W, Dimmock D, Hershkovitz E, Champion M, et al. 
Successful immune tolerance induction to enzyme replacement therapy in CRIM-negative infantile 
Pompe disease. Genetics in medicine : official journal of the American College of Medical Genetics. 
2012;14(1):135-42. 
162. Kubisz P, Plamenova I, Holly P, Stasko J. Successful immune tolerance induction with high-dose 
coagulation factor VIII and intravenous immunoglobulins in a patient with congenital hemophilia 
and high-titer inhibitor of coagulation factor VIII despite unfavorable prognosis for the therapy. 
Med Sci Monit. 2009;15(6):CS105-11. 
158 
163. Kirchner H, Korfer A, Palmer PA, Evers P, De Riese W, Knuver-Hopf J, et al. Subcutaneous 
interleukin-2 and interferon-alpha 2b in patients with metastatic renal cell cancer: the German 
outpatient experience. Mol Biother. 1990;2(3):145-54. 
164. Perini P, Facchinetti A, Bulian P, Massaro AR, Pascalis DD, Bertolotto A, et al. Interferon-beta 
(INF-beta) antibodies in interferon-beta1a- and interferon-beta1b-treated multiple sclerosis patients. 
Prevalence, kinetics, cross-reactivity, and factors enhancing interferon-beta immunogenicity in 
vivo. Eur Cytokine Netw. 2001;12(1):56-61. 
165. Ross C, Clemmesen KM, Svenson M, Sorensen PS, Koch-Henriksen N, Skovgaard GL, et al. 
Immunogenicity of interferon-beta in multiple sclerosis patients: influence of preparation, dosage, 
dose frequency, and route of administration. Danish Multiple Sclerosis Study Group. Ann Neurol. 
2000;48(5):706-12. 
166. Genovese MC, Covarrubias A, Leon G, Mysler E, Keiserman M, Valente R, et al. Subcutaneous 
abatacept versus intravenous abatacept: a phase IIIb noninferiority study in patients with an 
inadequate response to methotrexate. Arthritis Rheum. 2011;63(10):2854-64. 
167. Rutgeerts P, Feagan BG, Lichtenstein GR, Mayer LF, Schreiber S, Colombel JF, et al. Comparison 
of scheduled and episodic treatment strategies of infliximab in Crohn's disease. Gastroenterology. 
2004;126(2):402-13. 
168. Hanauer SB, Wagner CL, Bala M, Mayer L, Travers S, Diamond RH, et al. Incidence and 
importance of antibody responses to infliximab after maintenance or episodic treatment in Crohn's 
disease. Clin Gastroenterol Hepatol. 2004;2(7):542-53. 
169. Park SO, Han YW, Aleyas AG, George JA, Yoon HA, Lee JH, et al. Low-dose antigen-experienced 
CD4+ T cells display reduced clonal expansion but facilitate an effective memory pool in response 
to secondary exposure. Immunology. 2008;123(3):426-37. 
170. Jelley-Gibbs DM, Brown DM, Dibble JP, Haynes L, Eaton SM, Swain SL. Unexpected prolonged 
presentation of influenza antigens promotes CD4 T cell memory generation. J Exp Med. 
2005;202(5):697-706. 
171. AbbVie. Humira Product Monograph 2014 [cited 2014 26th March]. Available from: 
http://www.abbvie.ca/content/dam/abbviecorp/ca/english/docs/HUMIRA_PM_EN.pdf. 
159 
172. Janssen. Remicade Product Monograph 2011 [cited 2012 4th February]. Available from: 
http://www.mun.ca/pharmacy/aboutpharmacy/REMICADEPME.pdf. 
173. FDA. Immunogenicity Assessment for Therapeutic Protein Products - Guidance for Industry 2014 
[cited 2014 30 August]. Available from: 
http://www.fda.gov/downloads/Drugs/GuidanceComplianceRegulatoryInformation/Guidances/UC
M338856.pdf. 
174. EMA. Guideline on immunogenicity assessment of monoclonal antibodies intended for in vivo 
clinical use 2010 [14th July]. 2011]. Available from: http://www.nihs.go.jp/dbcb/TEXT/EMA-
CHMP-BMWP-86289-2010.pdf. 
175. Brinks V, Jiskoot W, Schellekens H. Immunogenicity of therapeutic proteins: the use of animal 
models. Pharm Res. 2011;28(10):2379-85. 
176. Stewart TA, Hollingshead PG, Pitts SL, Chang R, Martin LE, Oakley H. Transgenic mice as a model 
to test the immunogenicity of proteins altered by site-specific mutagenesis. Mol Biol Med. 
1989;6(4):275-81. 
177. Whiteley PJ, Lake JP, Selden RF, Kapp JA. Tolerance induced by physiological levels of secreted 
proteins in transgenic mice expressing human insulin. J Clin Invest. 1989;84(5):1550-4. 
178. Hermeling S, Aranha L, Damen JM, Slijper M, Schellekens H, Crommelin DJ, et al. Structural 
characterization and immunogenicity in wild-type and immune tolerant mice of degraded 
recombinant human interferon alpha2b. Pharm Res. 2005;22(12):1997-2006. 
179. Fradkin AH, Carpenter JF, Randolph TW. Immunogenicity of aggregates of recombinant human 
growth hormone in mouse models. J Pharm Sci. 2009;98(9):3247-64. 
180. Lee HJ, Riley G, Johnson O, Cleland JL, Kim N, Charnis M, et al. In vivo characterization of 
sustained-release formulations of human growth hormone. The Journal of pharmacology and 
experimental therapeutics. 1997;281(3):1431-9. 
181. Collen D, Lijnen HR. Thrombolytic agents. Thromb Haemost. 2005;93(4):627-30. 
160 
182. Collen D, Bernaerts R, Declerck P, De Cock F, Demarsin E, Jenne S, et al. Recombinant 
staphylokinase variants with altered immunoreactivity. I: Construction and characterization. 
Circulation. 1996;94(2):197-206. 
183. Moise L, Song C, Martin WD, Tassone R, De Groot AS, Scott DW. Effect of HLA DR epitope de-
immunization of Factor VIII in vitro and in vivo. Clin Immunol. 2012;142(3):320-31. 
184. Parker AS, Choi Y, Griswold KE, Bailey-Kellogg C. Structure-guided deimmunization of 
therapeutic proteins. J Comput Biol. 2013;20(2):152-65. 
185. Jones TD, Crompton LJ, Carr FJ, Baker MP. Deimmunization of monoclonal antibodies. Methods 
Mol Biol. 2009;525:405-23, xiv. 
186. De Groot AS, Knopp PM, Martin W. De-immunization of therapeutic proteins by T-cell epitope 
modification. Dev Biol (Basel). 2005;122:171-94. 
187. Veronese FM, Pasut G. PEGylation, successful approach to drug delivery. Drug Discov Today. 
2005;10(21):1451-8. 
188. Ohmori H, Kanayama N. Immunogenicity of an inflammation-associated product, tyrosine nitrated 
self-proteins. Autoimmun Rev. 2005;4(4):224-9. 
189. Lundberg K, Nijenhuis S, Vossenaar ER, Palmblad K, van Venrooij WJ, Klareskog L, et al. 
Citrullinated proteins have increased immunogenicity and arthritogenicity and their presence in 
arthritic joints correlates with disease severity. Arthritis Res Ther. 2005;7(3):R458-67. 
190. Tatarewicz SM, Wei X, Gupta S, Masterman D, Swanson SJ, Moxness MS. Development of a 
maturing T-cell-mediated immune response in patients with idiopathic Parkinson's disease receiving 
r-metHuGDNF via continuous intraputaminal infusion. J Clin Immunol. 2007;27(6):620-7. 
191. EMA. Guideline on immunogenicity assessment of monoclonal antibodies intended for in vivo 




192. Ben-Horin S, Yavzori M, Katz L, Kopylov U, Picard O, Fudim E, et al. The immunogenic part of 
infliximab is the F(ab')2, but measuring antibodies to the intact infliximab molecule is more 
clinically useful. Gut. 2011;60(1):41-8. 
193. van Schouwenburg PA, van de Stadt LA, de Jong RN, van Buren EE, Kruithof S, de Groot E, et al. 
Adalimumab elicits a restricted anti-idiotypic antibody response in autoimmune patients resulting 
in functional neutralisation. Ann Rheum Dis. 2013;72(1):104-9. 
194. Kosmac M, Avcin T, Toplak N, Simonini G, Cimaz R, Curin Serbec V. Exploring the binding sites 
of anti-infliximab antibodies in pediatric patients with rheumatic diseases treated with infliximab. 
Pediatr Res. 2011;69(3):243-8. 
195. Bendtzen K, Geborek P, Svenson M, Larsson L, Kapetanovic MC, Saxne T. Individualized 
monitoring of drug bioavailability and immunogenicity in rheumatoid arthritis patients treated with 
the tumor necrosis factor alpha inhibitor infliximab. Arthritis Rheum. 2006;54(12):3782-9. 
196. Rispens T, de Vrieze H, de Groot E, Wouters D, Stapel S, Wolbink GJ, et al. Antibodies to constant 
domains of therapeutic monoclonal antibodies: anti-hinge antibodies in immunogenicity testing. J 
Immunol Methods. 2012;375(1-2):93-9. 
197. Magdelaine-Beuzelin C, Vermeire S, Goodall M, Baert F, Noman M, Assche GV, et al. IgG1 heavy 
chain-coding gene polymorphism (G1m allotypes) and development of antibodies-to-infliximab. 
Pharmacogenet Genomics. 2009;19(5):383-7. 
198. Bartelds GM, de Groot E, Nurmohamed MT, Hart MH, van Eede PH, Wijbrandts CA, et al. 
Surprising negative association between IgG1 allotype disparity and anti-adalimumab formation: a 
cohort study. Arthritis Res Ther. 2010;12(6):R221. 
199. Wadhwa M, Bird C, Dilger P, Gaines-Das R, Thorpe R. Strategies for detection, measurement and 
characterization of unwanted antibodies induced by therapeutic biologicals. J Immunol Methods. 
2003;278(1-2):1-17. 
200. Thorpe R, Swanson SJ. Current methods for detecting antibodies against erythropoietin and other 
recombinant proteins. Clin Diagn Lab Immunol. 2005;12(1):28-39. 
162 
201. Mire-Sluis AR, Barrett YC, Devanarayan V, Koren E, Liu H, Maia M, et al. Recommendations for 
the design and optimization of immunoassays used in the detection of host antibodies against 
biotechnology products. J Immunol Methods. 2004;289(1-2):1-16. 
202. Aarden L, Ruuls SR, Wolbink G. Immunogenicity of anti-tumor necrosis factor antibodies-toward 
improved methods of anti-antibody measurement. Curr Opin Immunol. 2008;20(4):431-5. 
203. Osterland CK, Harboe M, Kunkel HG. Anti-gamma-globulin factors in human sera revealed by 
enzymatic splitting of anti-Rh antibodies. Vox Sang. 1963;8:133-52. 
204. Williams RC, Kunkel HG. Observations on antigamma globulin factors in human sera and 
antibodies against autologous gamma globulins produced in rabbits. Ann N Y Acad Sci. 
1965;124(2):860-4. 
205. Persselin JE, Stevens RH. Anti-Fab antibodies in humans. Predominance of minor immunoglobulin 
G subclasses in rheumatoid arthritis. J Clin Invest. 1985;76(2):723-30. 
206. Brickelmaier M, Hochman PS, Baciu R, Chao B, Cuervo JH, Whitty A. ELISA methods for the 
analysis of antibody responses induced in multiple sclerosis patients treated with recombinant 
interferon-beta. J Immunol Methods. 1999;227(1-2):121-35. 
207. Zack DJ, Stempniak M, Wong AL, Weisbart RH. Localization of an Fc-binding reactivity to the 
constant region of human IgG4. Implications for the pathogenesis of rheumatoid arthritis. J 
Immunol. 1995;155(10):5057-63. 
208. Aalberse RC, Schuurman J. IgG4 breaking the rules. Immunology. 2002;105(1):9-19. 
209. Hart MH, de Vrieze H, Wouters D, Wolbink GJ, Killestein J, de Groot ER, et al. Differential effect 
of drug interference in immunogenicity assays. J Immunol Methods. 2011;372(1-2):196-203. 
210. Pascual-Salcedo D, Plasencia C, Ramiro S, Nuno L, Bonilla G, Nagore D, et al. Influence of 
immunogenicity on the efficacy of long-term treatment with infliximab in rheumatoid arthritis. 
Rheumatology (Oxford). 2011;50(8):1445-52. 
211. Plasencia C, Pascual-Salcedo D, Nuno L, Bonilla G, Villalba A, Peiteado D, et al. Influence of 
immunogenicity on the efficacy of long-term treatment of spondyloarthritis with infliximab. Ann 
Rheum Dis. 2012. 
163 
212. Jamnitski A, Krieckaert CL, Nurmohamed MT, Hart MH, Dijkmans BA, Aarden L, et al. Patients 
non-responding to etanercept obtain lower etanercept concentrations compared with responding 
patients. Ann Rheum Dis. 2012;71(1):88-91. 
213. Wolbink GJ, Vis M, Lems W, Voskuyl AE, de Groot E, Nurmohamed MT, et al. Development of 
antiinfliximab antibodies and relationship to clinical response in patients with rheumatoid arthritis. 
Arthritis Rheum. 2006;54(3):711-5. 
214. Finco D, Baltrukonis D, Clements-Egan A, Delaria K, Gunn GR, 3rd, Lowe J, et al. Comparison of 
competitive ligand-binding assay and bioassay formats for the measurement of neutralizing 
antibodies to protein therapeutics. J Pharm Biomed Anal. 2011;54(2):351-8. 
215. Jolicoeur P, Tacey RL. Development and validation of cell-based assays for the detection of 
neutralizing antibodies to drug products: a practical approach. Bioanalysis. 2012;4(24):2959-70. 
216. Wang J, Lozier J, Johnson G, Kirshner S, Verthelyi D, Pariser A, et al. Neutralizing antibodies to 
therapeutic enzymes: considerations for testing, prevention and treatment. Nat Biotechnol. 
2008;26(8):901-8. 
217. Kaliyaperumal A, Pennucci J, Nagatani J, Juan G, Swanson S, Gupta S. A method to quantitate the 
neutralizing capacity of anti-therapeutic protein antibodies in serum and their correlation to clinical 
impact. J Pharm Biomed Anal. 2014;102C:176-83. 
218. Gupta S, Devanarayan V, Finco D, Gunn GR, 3rd, Kirshner S, Richards S, et al. Recommendations 
for the validation of cell-based assays used for the detection of neutralizing antibody immune 
responses elicited against biological therapeutics. J Pharm Biomed Anal. 2011;55(5):878-88. 
219. van Schie KA, Hart MH, de Groot ER, Kruithof S, Aarden LA, Wolbink GJ, et al. The antibody 
response against human and chimeric anti-TNF therapeutic antibodies primarily targets the TNF 
binding region. Ann Rheum Dis. 2014. 
220. Firestein GS. Evolving concepts of rheumatoid arthritis. Nature. 2003;423(6937):356-61. 
221. Witebsky E. Experimental evidence for the role of auto-immunization in chronic thyroiditis. Proc 
R Soc Med. 1957;50(11):955-8. 
164 
222. Rose NR, Bona C. Defining criteria for autoimmune diseases (Witebsky's postulates revisited). 
Immunol Today. 1993;14(9):426-30. 
223. Waaler E. On the occurrence of a factor in human serum activating the specific agglutintion of sheep 
blood corpuscles. 1939. APMIS. 2007;115(5):422-38; discussion 39. 
224. Franklin EC, Holman HR, Muller-Eberhard HJ, Kunkel HG. An unusual protein component of high 
molecular weight in the serum of certain patients with rheumatoid arthritis. J Exp Med. 
1957;105(5):425-38. 
225. Rantapaa-Dahlqvist S, de Jong BA, Berglin E, Hallmans G, Wadell G, Stenlund H, et al. Antibodies 
against cyclic citrullinated peptide and IgA rheumatoid factor predict the development of 
rheumatoid arthritis. Arthritis Rheum. 2003;48(10):2741-9. 
226. Zvaifler NJ. The immunopathology of joint inflammation in rheumatoid arthritis. Adv Immunol. 
1973;16(0):265-336. 
227. van Schaardenburg D, Lagaay AM, Otten HG, Breedveld FC. The relation between class-specific 
serum rheumatoid factors and age in the general population. Br J Rheumatol. 1993;32(7):546-9. 
228. Nielsen SF, Bojesen SE, Schnohr P, Nordestgaard BG. Elevated rheumatoid factor and long term 
risk of rheumatoid arthritis: a prospective cohort study. BMJ. 2012;345:e5244. 
229. Kuriya B, Cheng CK, Chen HM, Bykerk VP. Validation of a prediction rule for development of 
rheumatoid arthritis in patients with early undifferentiated arthritis. Ann Rheum Dis. 
2009;68(9):1482-5. 
230. van Venrooij WJ, van Beers JJ, Pruijn GJ. Anti-CCP antibodies: the past, the present and the future. 
Nat Rev Rheumatol. 2011;7(7):391-8. 
231. van Gaalen F, Ioan-Facsinay A, Huizinga TW, Toes RE. The devil in the details: the emerging role 
of anticitrulline autoimmunity in rheumatoid arthritis. J Immunol. 2005;175(9):5575-80. 
232. MacGregor AJ, Snieder H, Rigby AS, Koskenvuo M, Kaprio J, Aho K, et al. Characterizing the 
quantitative genetic contribution to rheumatoid arthritis using data from twins. Arthritis Rheum. 
2000;43(1):30-7. 
165 
233. Frisell T, Holmqvist M, Kallberg H, Klareskog L, Alfredsson L, Askling J. Familial risks and 
heritability of rheumatoid arthritis: role of rheumatoid factor/anti-citrullinated protein antibody 
status, number and type of affected relatives, sex, and age. Arthritis Rheum. 2013;65(11):2773-82. 
234. Eyre S, Bowes J, Diogo D, Lee A, Barton A, Martin P, et al. High-density genetic mapping identifies 
new susceptibility loci for rheumatoid arthritis. Nat Genet. 2012;44(12):1336-40. 
235. Gregersen PK, Silver J, Winchester RJ. The shared epitope hypothesis. An approach to 
understanding the molecular genetics of susceptibility to rheumatoid arthritis. Arthritis Rheum. 
1987;30(11):1205-13. 
236. Huizinga TW, Amos CI, van der Helm-van Mil AH, Chen W, van Gaalen FA, Jawaheer D, et al. 
Refining the complex rheumatoid arthritis phenotype based on specificity of the HLA-DRB1 shared 
epitope for antibodies to citrullinated proteins. Arthritis Rheum. 2005;52(11):3433-8. 
237. van der Helm-van Mil AH, Verpoort KN, Breedveld FC, Huizinga TW, Toes RE, de Vries RR. The 
HLA-DRB1 shared epitope alleles are primarily a risk factor for anti-cyclic citrullinated peptide 
antibodies and are not an independent risk factor for development of rheumatoid arthritis. Arthritis 
Rheum. 2006;54(4):1117-21. 
238. van der Helm-van Mil AH, Huizinga TW, Schreuder GM, Breedveld FC, de Vries RR, Toes RE. 
An independent role of protective HLA class II alleles in rheumatoid arthritis severity and 
susceptibility. Arthritis Rheum. 2005;52(9):2637-44. 
239. Feitsma AL, Worthington J, van der Helm-van Mil AH, Plant D, Thomson W, Ursum J, et al. 
Protective effect of noninherited maternal HLA-DR antigens on rheumatoid arthritis development. 
Proc Natl Acad Sci U S A. 2007;104(50):19966-70. 
240. Verweij CL. Tumour necrosis factor gene polymorphisms as severity markers in rheumatoid 
arthritis. Ann Rheum Dis. 1999;58 Suppl 1:I20-6. 
241. Suzuki A, Yamada R, Chang X, Tokuhiro S, Sawada T, Suzuki M, et al. Functional haplotypes of 
PADI4, encoding citrullinating enzyme peptidylarginine deiminase 4, are associated with 
rheumatoid arthritis. Nat Genet. 2003;34(4):395-402. 
166 
242. Begovich AB, Carlton VE, Honigberg LA, Schrodi SJ, Chokkalingam AP, Alexander HC, et al. A 
missense single-nucleotide polymorphism in a gene encoding a protein tyrosine phosphatase 
(PTPN22) is associated with rheumatoid arthritis. Am J Hum Genet. 2004;75(2):330-7. 
243. Genome-wide association study of 14,000 cases of seven common diseases and 3,000 shared 
controls. Nature. 2007;447(7145):661-78. 
244. Remmers EF, Plenge RM, Lee AT, Graham RR, Hom G, Behrens TW, et al. STAT4 and the risk of 
rheumatoid arthritis and systemic lupus erythematosus. N Engl J Med. 2007;357(10):977-86. 
245. Wesoly J, van der Helm-van Mil AH, Toes RE, Chokkalingam AP, Carlton VE, Begovich AB, et 
al. Association of the PTPN22 C1858T single-nucleotide polymorphism with rheumatoid arthritis 
phenotypes in an inception cohort. Arthritis Rheum. 2005;52(9):2948-50. 
246. Plenge RM, Seielstad M, Padyukov L, Lee AT, Remmers EF, Ding B, et al. TRAF1-C5 as a risk 
locus for rheumatoid arthritis--a genomewide study. N Engl J Med. 2007;357(12):1199-209. 
247. Raychaudhuri S, Thomson BP, Remmers EF, Eyre S, Hinks A, Guiducci C, et al. Genetic variants 
at CD28, PRDM1 and CD2/CD58 are associated with rheumatoid arthritis risk. Nat Genet. 
2009;41(12):1313-8. 
248. Kallberg H, Padyukov L, Plenge RM, Ronnelid J, Gregersen PK, van der Helm-van Mil AH, et al. 
Gene-gene and gene-environment interactions involving HLA-DRB1, PTPN22, and smoking in two 
subsets of rheumatoid arthritis. Am J Hum Genet. 2007;80(5):867-75. 
249. Sugiyama D, Nishimura K, Tamaki K, Tsuji G, Nakazawa T, Morinobu A, et al. Impact of smoking 
as a risk factor for developing rheumatoid arthritis: a meta-analysis of observational studies. Ann 
Rheum Dis. 2010;69(1):70-81. 
250. Klareskog L, Stolt P, Lundberg K, Kallberg H, Bengtsson C, Grunewald J, et al. A new model for 
an etiology of rheumatoid arthritis: smoking may trigger HLA-DR (shared epitope)-restricted 
immune reactions to autoantigens modified by citrullination. Arthritis Rheum. 2006;54(1):38-46. 
251. Jorgensen C, Picot MC, Bologna C, Sany J. Oral contraception, parity, breast feeding, and severity 
of rheumatoid arthritis. Ann Rheum Dis. 1996;55(2):94-8. 
252. Sewell KL, Trentham DE. Pathogenesis of rheumatoid arthritis. Lancet. 1993;341(8840):283-6. 
167 
253. Firestein GS, Zvaifler NJ. How important are T cells in chronic rheumatoid synovitis? Arthritis 
Rheum. 1990;33(6):768-73. 
254. Firestein GS, Alvaro-Gracia JM, Maki R. Quantitative analysis of cytokine gene expression in 
rheumatoid arthritis. J Immunol. 1990;144(9):3347-53. 
255. Jimenez-Boj E, Redlich K, Turk B, Hanslik-Schnabel B, Wanivenhaus A, Chott A, et al. Interaction 
between synovial inflammatory tissue and bone marrow in rheumatoid arthritis. J Immunol. 
2005;175(4):2579-88. 
256. Chu CQ, Field M, Feldmann M, Maini RN. Localization of tumor necrosis factor alpha in synovial 
tissues and at the cartilage-pannus junction in patients with rheumatoid arthritis. Arthritis Rheum. 
1991;34(9):1125-32. 
257. Wood NC, Dickens E, Symons JA, Duff GW. In situ hybridization of interleukin-1 in CD14-positive 
cells in rheumatoid arthritis. Clin Immunol Immunopathol. 1992;62(3):295-300. 
258. Brennan FM, Chantry D, Jackson AM, Maini RN, Feldmann M. Cytokine production in culture by 
cells isolated from the synovial membrane. J Autoimmun. 1989;2 Suppl:177-86. 
259. Feldmann M, Brennan FM, Maini RN. Rheumatoid arthritis. Cell. 1996;85(3):307-10. 
260. Locksley RM, Killeen N, Lenardo MJ. The TNF and TNF receptor superfamilies: integrating 
mammalian biology. Cell. 2001;104(4):487-501. 
261. Vassalli P. The pathophysiology of tumor necrosis factors. Annu Rev Immunol. 1992;10:411-52. 
262. Tamma SM, Chirmule N, Yagura H, Oyaizu N, Kalyanaraman V, Pahwa S. CD4 cross-linking 
(CD4XL) induces RAS activation and tumor necrosis factor-alpha secretion in CD4+ T cells. Blood. 
1997;90(4):1588-93. 
263. Baud V, Karin M. Signal transduction by tumor necrosis factor and its relatives. Trends Cell Biol. 
2001;11(9):372-7. 
264. Shakhov AN, Collart MA, Vassalli P, Nedospasov SA, Jongeneel CV. Kappa B-type enhancers are 
involved in lipopolysaccharide-mediated transcriptional activation of the tumor necrosis factor 
alpha gene in primary macrophages. J Exp Med. 1990;171(1):35-47. 
168 
265. Wilson AG, Symons JA, McDowell TL, McDevitt HO, Duff GW. Effects of a polymorphism in the 
human tumor necrosis factor alpha promoter on transcriptional activation. Proc Natl Acad Sci U S 
A. 1997;94(7):3195-9. 
266. Kontoyiannis D, Pasparakis M, Pizarro TT, Cominelli F, Kollias G. Impaired on/off regulation of 
TNF biosynthesis in mice lacking TNF AU-rich elements: implications for joint and gut-associated 
immunopathologies. Immunity. 1999;10(3):387-98. 
267. Carballo E, Lai WS, Blackshear PJ. Feedback inhibition of macrophage tumor necrosis factor-alpha 
production by tristetraprolin. Science. 1998;281(5379):1001-5. 
268. Gueydan C, Droogmans L, Chalon P, Huez G, Caput D, Kruys V. Identification of TIAR as a protein 
binding to the translational regulatory AU-rich element of tumor necrosis factor alpha mRNA. J 
Biol Chem. 1999;274(4):2322-6. 
269. Swantek JL, Cobb MH, Geppert TD. Jun N-terminal kinase/stress-activated protein kinase 
(JNK/SAPK) is required for lipopolysaccharide stimulation of tumor necrosis factor alpha (TNF-
alpha) translation: glucocorticoids inhibit TNF-alpha translation by blocking JNK/SAPK. Mol Cell 
Biol. 1997;17(11):6274-82. 
270. Black RA, Rauch CT, Kozlosky CJ, Peschon JJ, Slack JL, Wolfson MF, et al. A metalloproteinase 
disintegrin that releases tumour-necrosis factor-alpha from cells. Nature. 1997;385(6618):729-33. 
271. Moss ML, Jin SL, Milla ME, Bickett DM, Burkhart W, Carter HL, et al. Cloning of a disintegrin 
metalloproteinase that processes precursor tumour-necrosis factor-alpha. Nature. 
1997;385(6618):733-6. 
272. Ware CF, Crowe PD, Vanarsdale TL, Andrews JL, Grayson MH, Jerzy R, et al. Tumor necrosis 
factor (TNF) receptor expression in T lymphocytes. Differential regulation of the type I TNF 
receptor during activation of resting and effector T cells. J Immunol. 1991;147(12):4229-38. 
273. Gehr G, Gentz R, Brockhaus M, Loetscher H, Lesslauer W. Both tumor necrosis factor receptor 
types mediate proliferative signals in human mononuclear cell activation. J Immunol. 
1992;149(3):911-7. 
169 
274. Tartaglia LA, Weber RF, Figari IS, Reynolds C, Palladino MA, Jr., Goeddel DV. The two different 
receptors for tumor necrosis factor mediate distinct cellular responses. Proc Natl Acad Sci U S A. 
1991;88(20):9292-6. 
275. Grell M, Becke FM, Wajant H, Mannel DN, Scheurich P. TNF receptor type 2 mediates thymocyte 
proliferation independently of TNF receptor type 1. Eur J Immunol. 1998;28(1):257-63. 
276. Arnett HA, Mason J, Marino M, Suzuki K, Matsushima GK, Ting JP. TNF alpha promotes 
proliferation of oligodendrocyte progenitors and remyelination. Nat Neurosci. 2001;4(11):1116-22. 
277. Irwin MW, Mak S, Mann DL, Qu R, Penninger JM, Yan A, et al. Tissue expression and 
immunolocalization of tumor necrosis factor-alpha in postinfarction dysfunctional myocardium. 
Circulation. 1999;99(11):1492-8. 
278. Bocker W, Docheva D, Prall WC, Egea V, Pappou E, Rossmann O, et al. IKK-2 is required for 
TNF-alpha-induced invasion and proliferation of human mesenchymal stem cells. J Mol Med (Berl). 
2008;86(10):1183-92. 
279. Pimentel-Muinos FX, Seed B. Regulated commitment of TNF receptor signaling: a molecular 
switch for death or activation. Immunity. 1999;11(6):783-93. 
280. Lenardo MJ. Interleukin-2 programs mouse alpha beta T lymphocytes for apoptosis. Nature. 
1991;353(6347):858-61. 
281. Pinckard JK, Sheehan KC, Arthur CD, Schreiber RD. Constitutive shedding of both p55 and p75 
murine TNF receptors in vivo. J Immunol. 1997;158(8):3869-73. 
282. Leeuwenberg JF, Dentener MA, Buurman WA. Lipopolysaccharide LPS-mediated soluble TNF 
receptor release and TNF receptor expression by monocytes. Role of CD14, LPS binding protein, 
and bactericidal/permeability-increasing protein. J Immunol. 1994;152(10):5070-6. 
283. Lantz M, Gullberg U, Nilsson E, Olsson I. Characterization in vitro of a human tumor necrosis 
factor-binding protein. A soluble form of a tumor necrosis factor receptor. J Clin Invest. 
1990;86(5):1396-402. 
284. Leeuwenberg JF, Jeunhomme TM, Buurman WA. Slow release of soluble TNF receptors by 
monocytes in vitro. J Immunol. 1994;152(8):4036-43. 
170 
285. Porteu F, Nathan C. Shedding of tumor necrosis factor receptors by activated human neutrophils. J 
Exp Med. 1990;172(2):599-607. 
286. Smith CA, Farrah T, Goodwin RG. The TNF receptor superfamily of cellular and viral proteins: 
activation, costimulation, and death. Cell. 1994;76(6):959-62. 
287. Mukai Y, Nakamura T, Yoshioka Y, Tsunoda S, Kamada H, Nakagawa S, et al. Crystallization and 
preliminary X-ray analysis of the tumour necrosis factor alpha-tumour necrosis factor receptor type 
2 complex. Acta Crystallogr Sect F Struct Biol Cryst Commun. 2009;65(Pt 3):295-8. 
288. Mukai Y, Shibata H, Nakamura T, Yoshioka Y, Abe Y, Nomura T, et al. Structure-function 
relationship of tumor necrosis factor (TNF) and its receptor interaction based on 3D structural 
analysis of a fully active TNFR1-selective TNF mutant. J Mol Biol. 2009;385(4):1221-9. 
289. Aggarwal BB. Signalling pathways of the TNF superfamily: a double-edged sword. Nat Rev 
Immunol. 2003;3(9):745-56. 
290. Wilson NS, Dixit V, Ashkenazi A. Death receptor signal transducers: nodes of coordination in 
immune signaling networks. Nat Immunol. 2009;10(4):348-55. 
291. Rothe M, Sarma V, Dixit VM, Goeddel DV. TRAF2-mediated activation of NF-kappa B by TNF 
receptor 2 and CD40. Science. 1995;269(5229):1424-7. 
292. Rothe M, Wong SC, Henzel WJ, Goeddel DV. A novel family of putative signal transducers 
associated with the cytoplasmic domain of the 75 kDa tumor necrosis factor receptor. Cell. 
1994;78(4):681-92. 
293. Shen HM, Pervaiz S. TNF receptor superfamily-induced cell death: redox-dependent execution. 
FASEB J. 2006;20(10):1589-98. 
294. Fotin-Mleczek M, Henkler F, Samel D, Reichwein M, Hausser A, Parmryd I, et al. Apoptotic 
crosstalk of TNF receptors: TNF-R2-induces depletion of TRAF2 and IAP proteins and accelerates 
TNF-R1-dependent activation of caspase-8. J Cell Sci. 2002;115(Pt 13):2757-70. 
295. Gitter BD, Labus JM, Lees SL, Scheetz ME. Characteristics of human synovial fibroblast activation 
by IL-1 beta and TNF alpha. Immunology. 1989;66(2):196-200. 
171 
296. Dayer JM, Beutler B, Cerami A. Cachectin/tumor necrosis factor stimulates collagenase and 
prostaglandin E2 production by human synovial cells and dermal fibroblasts. J Exp Med. 
1985;162(6):2163-8. 
297. Dayer JM, de Rochemonteix B, Burrus B, Demczuk S, Dinarello CA. Human recombinant 
interleukin 1 stimulates collagenase and prostaglandin E2 production by human synovial cells. J 
Clin Invest. 1986;77(2):645-8. 
298. Saklatvala J. Tumour necrosis factor alpha stimulates resorption and inhibits synthesis of 
proteoglycan in cartilage. Nature. 1986;322(6079):547-9. 
299. Saklatvala J, Sarsfield SJ, Townsend Y. Pig interleukin 1. Purification of two immunologically 
different leukocyte proteins that cause cartilage resorption, lymphocyte activation, and fever. J Exp 
Med. 1985;162(4):1208-22. 
300. Abu-Amer Y, Erdmann J, Alexopoulou L, Kollias G, Ross FP, Teitelbaum SL. Tumor necrosis 
factor receptors types 1 and 2 differentially regulate osteoclastogenesis. J Biol Chem. 
2000;275(35):27307-10. 
301. Bertolini DR, Nedwin GE, Bringman TS, Smith DD, Mundy GR. Stimulation of bone resorption 
and inhibition of bone formation in vitro by human tumour necrosis factors. Nature. 
1986;319(6053):516-8. 
302. Cope AP. Regulation of autoimmunity by proinflammatory cytokines. Curr Opin Immunol. 
1998;10(6):669-76. 
303. Kollias G, Kontoyiannis D. Role of TNF/TNFR in autoimmunity: specific TNF receptor blockade 
may be advantageous to anti-TNF treatments. Cytokine Growth Factor Rev. 2002;13(4-5):315-21. 
304. Cope A, Ettinger R, McDevitt H. The role of TNF alpha and related cytokines in the development 
and function of the autoreactive T-cell repertoire. Res Immunol. 1997;148(5):307-12. 
305. Green EA, Eynon EE, Flavell RA. Local expression of TNFalpha in neonatal NOD mice promotes 
diabetes by enhancing presentation of islet antigens. Immunity. 1998;9(5):733-43. 
172 
306. Satoh J, Seino H, Abo T, Tanaka S, Shintani S, Ohta S, et al. Recombinant human tumor necrosis 
factor alpha suppresses autoimmune diabetes in nonobese diabetic mice. J Clin Invest. 
1989;84(4):1345-8. 
307. Jacob CO, McDevitt HO. Tumour necrosis factor-alpha in murine autoimmune 'lupus' nephritis. 
Nature. 1988;331(6154):356-8. 
308. Grewal IS, Grewal KD, Wong FS, Picarella DE, Janeway CA, Jr., Flavell RA. Local expression of 
transgene encoded TNF alpha in islets prevents autoimmune diabetes in nonobese diabetic (NOD) 
mice by preventing the development of auto-reactive islet-specific T cells. J Exp Med. 
1996;184(5):1963-74. 
309. Kollias G, Douni E, Kassiotis G, Kontoyiannis D. On the role of tumor necrosis factor and receptors 
in models of multiorgan failure, rheumatoid arthritis, multiple sclerosis and inflammatory bowel 
disease. Immunol Rev. 1999;169:175-94. 
310. Kassiotis G, Kollias G. Uncoupling the proinflammatory from the immunosuppressive properties 
of tumor necrosis factor (TNF) at the p55 TNF receptor level: implications for pathogenesis and 
therapy of autoimmune demyelination. J Exp Med. 2001;193(4):427-34. 
311. Probert L, Akassoglou K, Pasparakis M, Kontogeorgos G, Kollias G. Spontaneous inflammatory 
demyelinating disease in transgenic mice showing central nervous system-specific expression of 
tumor necrosis factor alpha. Proc Natl Acad Sci U S A. 1995;92(24):11294-8. 
312. Akassoglou K, Bauer J, Kassiotis G, Pasparakis M, Lassmann H, Kollias G, et al. Oligodendrocyte 
apoptosis and primary demyelination induced by local TNF/p55TNF receptor signaling in the 
central nervous system of transgenic mice: models for multiple sclerosis with primary 
oligodendrogliopathy. Am J Pathol. 1998;153(3):801-13. 
313. Akassoglou K, Probert L, Kontogeorgos G, Kollias G. Astrocyte-specific but not neuron-specific 
transmembrane TNF triggers inflammation and degeneration in the central nervous system of 
transgenic mice. J Immunol. 1997;158(1):438-45. 
314. van Oosten BW, Barkhof F, Truyen L, Boringa JB, Bertelsmann FW, von Blomberg BM, et al. 
Increased MRI activity and immune activation in two multiple sclerosis patients treated with the 
monoclonal anti-tumor necrosis factor antibody cA2. Neurology. 1996;47(6):1531-4. 
173 
315. TNF neutralization in MS: results of a randomized, placebo-controlled multicenter study. The 
Lenercept Multiple Sclerosis Study Group and The University of British Columbia MS/MRI 
Analysis Group. Neurology. 1999;53(3):457-65. 
316. Hafler DA, Weiner HL. MS: a CNS and systemic autoimmune disease. Immunol Today. 
1989;10(3):104-7. 
317. Tuohy VK, Yu M, Yin L, Kawczak JA, Kinkel RP. Spontaneous regression of primary 
autoreactivity during chronic progression of experimental autoimmune encephalomyelitis and 
multiple sclerosis. J Exp Med. 1999;189(7):1033-42. 
318. Lehmann PV, Forsthuber T, Miller A, Sercarz EE. Spreading of T-cell autoimmunity to cryptic 
determinants of an autoantigen. Nature. 1992;358(6382):155-7. 
319. Ramos-Casals M, Brito-Zeron P, Munoz S, Soria N, Galiana D, Bertolaccini L, et al. Autoimmune 
diseases induced by TNF-targeted therapies: analysis of 233 cases. Medicine (Baltimore). 
2007;86(4):242-51. 
320. Sicotte NL, Voskuhl RR. Onset of multiple sclerosis associated with anti-TNF therapy. Neurology. 
2001;57(10):1885-8. 
321. Sandborn WJ, Hanauer SB. Antitumor necrosis factor therapy for inflammatory bowel disease: a 
review of agents, pharmacology, clinical results, and safety. Inflamm Bowel Dis. 1999;5(2):119-33. 
322. Feldmann M, Brennan FM, Maini RN. Role of cytokines in rheumatoid arthritis. Annu Rev 
Immunol. 1996;14:397-440. 
323. Kollias G, Kontoyiannis D, Douni E, Kassiotis G. The role of TNF/TNFR in organ-specific and 
systemic autoimmunity: implications for the design of optimized 'anti-TNF' therapies. Curr Dir 
Autoimmun. 2002;5:30-50. 
324. Knight DM, Trinh H, Le J, Siegel S, Shealy D, McDonough M, et al. Construction and initial 
characterization of a mouse-human chimeric anti-TNF antibody. Mol Immunol. 1993;30(16):1443-
53. 
174 
325. Elliot MJ, Maini RN, Feldmann M, Long-Fox A, Charles P, Katasikis P, et al. Treatment of 
rheumatoid arthritis with chimeric monoclonal antibodies to tumor necrosis factor alpha. Arthritis 
Rheum. 2008;58(2 Suppl):S92-S101. 
326. Maini R, St Clair EW, Breedveld F, Furst D, Kalden J, Weisman M, et al. Infliximab (chimeric anti-
tumour necrosis factor alpha monoclonal antibody) versus placebo in rheumatoid arthritis patients 
receiving concomitant methotrexate: a randomised phase III trial. ATTRACT Study Group. Lancet. 
1999;354(9194):1932-9. 
327. Lipsky PE, van der Heijde DM, St Clair EW, Furst DE, Breedveld FC, Kalden JR, et al. Infliximab 
and methotrexate in the treatment of rheumatoid arthritis. Anti-Tumor Necrosis Factor Trial in 
Rheumatoid Arthritis with Concomitant Therapy Study Group. N Engl J Med. 2000;343(22):1594-
602. 
328. St Clair EW, van der Heijde DM, Smolen JS, Maini RN, Bathon JM, Emery P, et al. Combination 
of infliximab and methotrexate therapy for early rheumatoid arthritis: a randomized, controlled trial. 
Arthritis Rheum. 2004;50(11):3432-43. 
329. Arora T, Padaki R, Liu L, Hamburger AE, Ellison AR, Stevens SR, et al. Differences in binding 
and effector functions between classes of TNF antagonists. Cytokine. 2009;45(2):124-31. 
330. Moreland LW, Baumgartner SW, Schiff MH, Tindall EA, Fleischmann RM, Weaver AL, et al. 
Treatment of rheumatoid arthritis with a recombinant human tumor necrosis factor receptor (p75)-
Fc fusion protein. N Engl J Med. 1997;337(3):141-7. 
331. Weinblatt ME, Kremer JM, Bankhurst AD, Bulpitt KJ, Fleischmann RM, Fox RI, et al. A trial of 
etanercept, a recombinant tumor necrosis factor receptor:Fc fusion protein, in patients with 
rheumatoid arthritis receiving methotrexate. N Engl J Med. 1999;340(4):253-9. 
332. Moreland LW, Cohen SB, Baumgartner SW, Tindall EA, Bulpitt K, Martin R, et al. Long-term 
safety and efficacy of etanercept in patients with rheumatoid arthritis. J Rheumatol. 
2001;28(6):1238-44. 
333. Bathon JM, Martin RW, Fleischmann RM, Tesser JR, Schiff MH, Keystone EC, et al. A comparison 
of etanercept and methotrexate in patients with early rheumatoid arthritis. N Engl J Med. 
2000;343(22):1586-93. 
175 
334. Genovese MC, Bathon JM, Fleischmann RM, Moreland LW, Martin RW, Whitmore JB, et al. 
Longterm safety, efficacy, and radiographic outcome with etanercept treatment in patients with 
early rheumatoid arthritis. J Rheumatol. 2005;32(7):1232-42. 
335. Klareskog L, van der Heijde D, de Jager JP, Gough A, Kalden J, Malaise M, et al. Therapeutic effect 
of the combination of etanercept and methotrexate compared with each treatment alone in patients 
with rheumatoid arthritis: double-blind randomised controlled trial. Lancet. 2004;363(9410):675-
81. 
336. Genovese MC, Bathon JM, Martin RW, Fleischmann RM, Tesser JR, Schiff MH, et al. Etanercept 
versus methotrexate in patients with early rheumatoid arthritis: two-year radiographic and clinical 
outcomes. Arthritis Rheum. 2002;46(6):1443-50. 
337. van der Heijde D, Klareskog L, Rodriguez-Valverde V, Codreanu C, Bolosiu H, Melo-Gomes J, et 
al. Comparison of etanercept and methotrexate, alone and combined, in the treatment of rheumatoid 
arthritis: two-year clinical and radiographic results from the TEMPO study, a double-blind, 
randomized trial. Arthritis Rheum. 2006;54(4):1063-74. 
338. van der Heijde D, Da Silva JC, Dougados M, Geher P, van der Horst-Bruinsma I, Juanola X, et al. 
Etanercept 50 mg once weekly is as effective as 25 mg twice weekly in patients with ankylosing 
spondylitis. Ann Rheum Dis. 2006;65(12):1572-7. 
339. van de Putte LB, Atkins C, Malaise M, Sany J, Russell AS, van Riel PL, et al. Efficacy and safety 
of adalimumab as monotherapy in patients with rheumatoid arthritis for whom previous disease 
modifying antirheumatic drug treatment has failed. Ann Rheum Dis. 2004;63(5):508-16. 
340. Weinblatt ME, Keystone EC, Furst DE, Moreland LW, Weisman MH, Birbara CA, et al. 
Adalimumab, a fully human anti-tumor necrosis factor alpha monoclonal antibody, for the treatment 
of rheumatoid arthritis in patients taking concomitant methotrexate: the ARMADA trial. Arthritis 
Rheum. 2003;48(1):35-45. 
341. Weinblatt ME, Keystone EC, Furst DE, Kavanaugh AF, Chartash EK, Segurado OG. Long term 
efficacy and safety of adalimumab plus methotrexate in patients with rheumatoid arthritis: 
ARMADA 4 year extended study. Ann Rheum Dis. 2006;65(6):753-9. 
342. Breedveld FC, Weisman MH, Kavanaugh AF, Cohen SB, Pavelka K, van Vollenhoven R, et al. The 
PREMIER study: A multicenter, randomized, double-blind clinical trial of combination therapy 
176 
with adalimumab plus methotrexate versus methotrexate alone or adalimumab alone in patients with 
early, aggressive rheumatoid arthritis who had not had previous methotrexate treatment. Arthritis 
Rheum. 2006;54(1):26-37. 
343. Keystone EC, Kavanaugh AF, Sharp JT, Tannenbaum H, Hua Y, Teoh LS, et al. Radiographic, 
clinical, and functional outcomes of treatment with adalimumab (a human anti-tumor necrosis factor 
monoclonal antibody) in patients with active rheumatoid arthritis receiving concomitant 
methotrexate therapy: a randomized, placebo-controlled, 52-week trial. Arthritis Rheum. 
2004;50(5):1400-11. 
344. Janssen-Biotech-Inc. Simponi®(golimumab) injection prescribing information. Horsham, PA; 2011 
Sep. 
345. Keystone EC, Genovese MC, Klareskog L, Hsia EC, Hall ST, Miranda PC, et al. Golimumab, a 
human antibody to tumour necrosis factor {alpha} given by monthly subcutaneous injections, in 
active rheumatoid arthritis despite methotrexate therapy: the GO-FORWARD Study. Ann Rheum 
Dis. 2009;68(6):789-96. 
346. Keystone E, Genovese MC, Klareskog L, Hsia EC, Hall S, Miranda PC, et al. Golimumab in patients 
with active rheumatoid arthritis despite methotrexate therapy: 52-week results of the GO-
FORWARD study. Ann Rheum Dis. 2010;69(6):1129-35. 
347. Emery P, Fleischmann RM, Moreland LW, Hsia EC, Strusberg I, Durez P, et al. Golimumab, a 
human anti-tumor necrosis factor alpha monoclonal antibody, injected subcutaneously every four 
weeks in methotrexate-naive patients with active rheumatoid arthritis: twenty-four-week results of 
a phase III, multicenter, randomized, double-blind, placebo-controlled study of golimumab before 
methotrexate as first-line therapy for early-onset rheumatoid arthritis. Arthritis Rheum. 
2009;60(8):2272-83. 
348. Emery P, Fleischmann R, van der Heijde D, Keystone EC, Genovese MC, Conaghan PG, et al. The 
effects of golimumab on radiographic progression in rheumatoid arthritis: results of randomized 
controlled studies of golimumab before methotrexate therapy and golimumab after methotrexate 
therapy. Arthritis Rheum. 2011;63(5):1200-10. 
349. Smolen JS, Kay J, Doyle MK, Landewe R, Matteson EL, Wollenhaupt J, et al. Golimumab in 
patients with active rheumatoid arthritis after treatment with tumour necrosis factor alpha inhibitors 
177 
(GO-AFTER study): a multicentre, randomised, double-blind, placebo-controlled, phase III trial. 
Lancet. 2009;374(9685):210-21. 
350. Keystone E, Heijde D, Mason D, Jr., Landewe R, Vollenhoven RV, Combe B, et al. Certolizumab 
pegol plus methotrexate is significantly more effective than placebo plus methotrexate in active 
rheumatoid arthritis: findings of a fifty-two-week, phase III, multicenter, randomized, double-blind, 
placebo-controlled, parallel-group study. Arthritis Rheum. 2008;58(11):3319-29. 
351. Smolen J, Landewe RB, Mease P, Brzezicki J, Mason D, Luijtens K, et al. Efficacy and safety of 
certolizumab pegol plus methotrexate in active rheumatoid arthritis: the RAPID 2 study. A 
randomised controlled trial. Ann Rheum Dis. 2009;68(6):797-804. 
352. Fleischmann R, Vencovsky J, van Vollenhoven RF, Borenstein D, Box J, Coteur G, et al. Efficacy 
and safety of certolizumab pegol monotherapy every 4 weeks in patients with rheumatoid arthritis 
failing previous disease-modifying antirheumatic therapy: the FAST4WARD study. Ann Rheum 
Dis. 2009;68(6):805-11. 
353. Schiff MH, von Kempis J, Goldblum R, Tesser JR, Mueller RB. Rheumatoid arthritis secondary 
non-responders to TNF can attain an efficacious and safe response by switching to certolizumab 
pegol: a phase IV, randomised, multicentre, double-blind, 12-week study, followed by a 12-week 
open-label phase. Ann Rheum Dis. 2014;73(12):2174-7. 
354. Weinblatt ME, Fleischmann R, Huizinga TW, Emery P, Pope J, Massarotti EM, et al. Efficacy and 
safety of certolizumab pegol in a broad population of patients with active rheumatoid arthritis: 
results from the REALISTIC phase IIIb study. Rheumatology (Oxford). 2012;51(12):2204-14. 
355. Douni E, Akassoglou K, Alexopoulou L, Georgopoulos S, Haralambous S, Hill S, et al. Transgenic 
and knockout analyses of the role of TNF in immune regulation and disease pathogenesis. J 
Inflamm. 1995;47(1-2):27-38. 
356. Childs LM, Goater JJ, O'Keefe RJ, Schwarz EM. Efficacy of etanercept for wear debris-induced 
osteolysis. J Bone Miner Res. 2001;16(2):338-47. 
357. Campbell IK, O'Donnell K, Lawlor KE, Wicks IP. Severe inflammatory arthritis and 
lymphadenopathy in the absence of TNF. J Clin Invest. 2001;107(12):1519-27. 
358. Dinarello CA. Biologic basis for interleukin-1 in disease. Blood. 1996;87(6):2095-147. 
178 
359. Eastgate JA, Symons JA, Wood NC, Grinlinton FM, di Giovine FS, Duff GW. Correlation of plasma 
interleukin 1 levels with disease activity in rheumatoid arthritis. Lancet. 1988;2(8613):706-9. 
360. Furst DE. Anakinra: review of recombinant human interleukin-I receptor antagonist in the treatment 
of rheumatoid arthritis. Clin Ther. 2004;26(12):1960-75. 
361. AB SOB. Anakinra Product Monograph 2010 [cited 2013 2013]. Available from: http://shoppers-
healthcare-portal-a88a1f4b.s3.amazonaws.com/AgilityUGC/12e00246-d403-4860-afa2-
9ba7b6e8f9dc/PM00012136.PDF. 
362. EMA. Kineret - anakinra. 2002. 
363. Thaler K, Chandiramani DV, Hansen RA, Gartlehner G. Efficacy and safety of anakinra for the 
treatment of rheumatoid arthritis: an update of the Oregon Drug Effectiveness Review Project. 
Biologics : targets & therapy. 2009;3:485-98. 
364. Smolen JS, Landewe R, Breedveld FC, Buch M, Burmester G, Dougados M, et al. EULAR 
recommendations for the management of rheumatoid arthritis with synthetic and biological disease-
modifying antirheumatic drugs: 2013 update. Ann Rheum Dis. 2014;73(3):492-509. 
365. Biogen-Idec/Genentech. Rituxan®(rituximab) prescribing information. San Diego/South San 
Francisco, CA; 2010 Feb. 
366. Cohen SB, Emery P, Greenwald MW, Dougados M, Furie RA, Genovese MC, et al. Rituximab for 
rheumatoid arthritis refractory to anti-tumor necrosis factor therapy: Results of a multicenter, 
randomized, double-blind, placebo-controlled, phase III trial evaluating primary efficacy and safety 
at twenty-four weeks. Arthritis Rheum. 2006;54(9):2793-806. 
367. Edwards JC, Szczepanski L, Szechinski J, Filipowicz-Sosnowska A, Emery P, Close DR, et al. 
Efficacy of B-cell-targeted therapy with rituximab in patients with rheumatoid arthritis. N Engl J 
Med. 2004;350(25):2572-81. 
368. Emery P, Fleischmann R, Filipowicz-Sosnowska A, Schechtman J, Szczepanski L, Kavanaugh A, 
et al. The efficacy and safety of rituximab in patients with active rheumatoid arthritis despite 
methotrexate treatment: results of a phase IIB randomized, double-blind, placebo-controlled, dose-
ranging trial. Arthritis Rheum. 2006;54(5):1390-400. 
179 
369. Assous N, Gossec L, Dougados M, Kahan A, Allanore Y. Efficacy of rituximab in patients with 
rheumatoid arthritis refractory or with contra-indication to anti-tumor necrosis factor-alpha drugs in 
daily practice: an open label observational study. Clin Exp Rheumatol. 2007;25(3):504. 
370. Bokarewa M, Lindholm C, Zendjanchi K, Nadali M, Tarkowski A. Efficacy of anti-CD20 treatment 
in patients with rheumatoid arthritis resistant to a combination of methotrexate/anti-TNF therapy. 
Scand J Immunol. 2007;66(4):476-83. 
371. Valleala H, Korpela M, Mottonen T, Hienonen-Kempas T, Kauppi M, Hannonen P, et al. Rituximab 
therapy in patients with rheumatoid arthritis refractory or with contraindication to anti-tumour 
necrosis factor drugs: real-life experience in Finnish patients. Scand J Rheumatol. 2009;38(5):323-
7. 
372. Soliman MM, Hyrich KL, Lunt M, Watson KD, Symmons DP, Ashcroft DM, et al. Rituximab or a 
second anti-tumor necrosis factor therapy for rheumatoid arthritis patients who have failed their first 
anti-tumor necrosis factor therapy? Comparative analysis from the British Society for 
Rheumatology Biologics Register. Arthritis Care Res (Hoboken). 2012;64(8):1108-15. 
373. Bristol-Myers-Squibb. Orencia®(abatacept) prescribing information. Princeton, NJ; 2008 Apr. 
374. Kremer JM, Westhovens R, Leon M, Di Giorgio E, Alten R, Steinfeld S, et al. Treatment of 
rheumatoid arthritis by selective inhibition of T-cell activation with fusion protein CTLA4Ig. N 
Engl J Med. 2003;349(20):1907-15. 
375. Kremer JM, Russell AS, Emery P, Abud-Mendoza C, Szechinski J, Westhovens R, et al. Long-term 
safety, efficacy and inhibition of radiographic progression with abatacept treatment in patients with 
rheumatoid arthritis and an inadequate response to methotrexate: 3-year results from the AIM trial. 
Ann Rheum Dis. 2011;70(10):1826-30. 
376. Nash P, Nayiager S, Genovese MC, Kivitz AJ, Oelke K, Ludivico C, et al. Immunogenicity, safety 
and efficacy of abatacept administered subcutaneously with or without background methotrexate in 
patients with rheumatoid arthritis: Results from accompany, a phase III study. Arthritis Care Res 
(Hoboken). 2012. 
377. Genovese MC, Schiff M, Luggen M, Becker JC, Aranda R, Teng J, et al. Efficacy and safety of the 
selective co-stimulation modulator abatacept following 2 years of treatment in patients with 
180 
rheumatoid arthritis and an inadequate response to anti-tumour necrosis factor therapy. Ann Rheum 
Dis. 2008;67(4):547-54. 
378. Genentech. Actemra®(tocilizumab) injection prescribing information. South San Francisco, CA; 
2011 Jan. 
379. Genovese MC, McKay JD, Nasonov EL, Mysler EF, da Silva NA, Alecock E, et al. Interleukin-6 
receptor inhibition with tocilizumab reduces disease activity in rheumatoid arthritis with inadequate 
response to disease-modifying antirheumatic drugs: the tocilizumab in combination with traditional 
disease-modifying antirheumatic drug therapy study. Arthritis Rheum. 2008;58(10):2968-80. 
380. Smolen JS, Beaulieu A, Rubbert-Roth A, Ramos-Remus C, Rovensky J, Alecock E, et al. Effect of 
interleukin-6 receptor inhibition with tocilizumab in patients with rheumatoid arthritis (OPTION 
study): a double-blind, placebo-controlled, randomised trial. Lancet. 2008;371(9617):987-97. 
381. Emery P, Keystone E, Tony HP, Cantagrel A, van Vollenhoven R, Sanchez A, et al. IL-6 receptor 
inhibition with tocilizumab improves treatment outcomes in patients with rheumatoid arthritis 
refractory to anti-tumour necrosis factor biologicals: results from a 24-week multicentre randomised 
placebo-controlled trial. Ann Rheum Dis. 2008;67(11):1516-23. 
382. Jones G SA, Gu J, et al. Tocilizumab monotherapy is superior to methotrexate monotherapy in 
reducing disease activity in patients with rheumatoid arthritis: the AMBITION study. Presented at 
the European League Against Rheumatism in Paris, France; June 11-14, 2008. EULAR Oral 
presentation #OP-0131. 
383. Sebba AI CA, Li X, et al. Tocilizumab monotherapy improves quality of life compared with 
methotrexate monotherapy in patients with rheumatoid arthritis: the AMBITION study. Presented 
at the European League Against Rheumatism in Paris, France; June 11-14, 2008. EULAR Poster 
#FRI0174. 
384. Fleischmann RM B-VR, Ambs P, et al. LITHE: tocilizumab inhibits radiographic progression and 
improves physical function in rheumatoid arthritis patients at 2 years. Presented at the American 
College of Rheumatology in Philadelphia, Pennsylvania; October 17-21, 2009. ACR Oral 
presentation #637. 
181 
385. Kremer J. Tocilizumab inhibits structural joint damage in RA patients with an inadequate response 
to methotrexate: the LITHE study. Presented at the American College of Rheumatology in San 
Francisco, California; October 24-29, 2008. ACR Oral presentation #L11. . 
386. Hirabayashi Y, Ishii T, Michinoku Tocilizumab Study G. The DAS28-ESR cutoff value necessary 
to achieve remission under the new Boolean-based remission criteria in patients receiving 
tocilizumab. Clin Rheumatol. 2013;32(1):123-7. 
387. Tanaka H KM, Kawakami T, et al. Efficacy and safety of tocilizumab therapy in rheumatoid 
arthritis: 48-week results and predictors of remission. Ann Rheum Dis 2011;70.EULAR Abstract 
#AB0612. 
388. Hoshi D SK, Seto Y, et al. Greater physical dysfunction is a negative predictor for achieving 
Boolean-based remission in patients with rheumatoid arthritis treated with tocilizumab . Presented 
at the American College of Rheumatology in Chicago, Illinois; November 4-9, 2011. ACR Abstract 
#1235. . 
389. Saech J KK, Laudes M, et al. A decrease in neutrophil counts following a single infusion of 
tocilizumab is predictive of low disease activity and remission after 24 weeks. Arthritis Rheum 
2010;62.ACR Abstract #294. 
390. Felson DT, Smolen JS, Wells G, Zhang B, van Tuyl LH, Funovits J, et al. American College of 
Rheumatology/European League Against Rheumatism provisional definition of remission in 
rheumatoid arthritis for clinical trials. Arthritis Rheum. 2011;63(3):573-86. 
391. Prevoo ML, van 't Hof MA, Kuper HH, van Leeuwen MA, van de Putte LB, van Riel PL. Modified 
disease activity scores that include twenty-eight-joint counts. Development and validation in a 
prospective longitudinal study of patients with rheumatoid arthritis. Arthritis Rheum. 
1995;38(1):44-8. 
392. Fransen J, Creemers MC, Van Riel PL. Remission in rheumatoid arthritis: agreement of the disease 
activity score (DAS28) with the ARA preliminary remission criteria. Rheumatology (Oxford). 
2004;43(10):1252-5. 
393. Aletaha D, Ward MM, Machold KP, Nell VP, Stamm T, Smolen JS. Remission and active disease 
in rheumatoid arthritis: defining criteria for disease activity states. Arthritis Rheum. 
2005;52(9):2625-36. 
182 
394. van der Heijde D, Klareskog L, Boers M, Landewe R, Codreanu C, Bolosiu HD, et al. Comparison 
of different definitions to classify remission and sustained remission: 1 year TEMPO results. Ann 
Rheum Dis. 2005;64(11):1582-7. 
395. Makinen H, Kautiainen H, Hannonen P, Sokka T. Is DAS28 an appropriate tool to assess remission 
in rheumatoid arthritis? Ann Rheum Dis. 2005;64(10):1410-3. 
396. Landewe R, van der Heijde D, van der Linden S, Boers M. Twenty-eight-joint counts invalidate the 
DAS28 remission definition owing to the omission of the lower extremity joints: a comparison with 
the original DAS remission. Ann Rheum Dis. 2006;65(5):637-41. 
397. Smolen JS, Breedveld FC, Schiff MH, Kalden JR, Emery P, Eberl G, et al. A simplified disease 
activity index for rheumatoid arthritis for use in clinical practice. Rheumatology (Oxford). 
2003;42(2):244-57. 
398. Aletaha D, Landewe R, Karonitsch T, Bathon J, Boers M, Bombardier C, et al. Reporting disease 
activity in clinical trials of patients with rheumatoid arthritis: EULAR/ACR collaborative 
recommendations. Ann Rheum Dis. 2008;67(10):1360-4. 
399. Klarenbeek NB, Koevoets R, van der Heijde DM, Gerards AH, Ten Wolde S, Kerstens PJ, et al. 
Association with joint damage and physical functioning of nine composite indices and the 2011 
ACR/EULAR remission criteria in rheumatoid arthritis. Ann Rheum Dis. 2011;70(10):1815-21. 
400. Smolen JS, Han C, van der Heijde DM, Emery P, Bathon JM, Keystone E, et al. Radiographic 
changes in rheumatoid arthritis patients attaining different disease activity states with methotrexate 
monotherapy and infliximab plus methotrexate: the impacts of remission and tumour necrosis factor 
blockade. Ann Rheum Dis. 2009;68(6):823-7. 
401. Aletaha D, Funovits J, Breedveld FC, Sharp J, Segurado O, Smolen JS. Rheumatoid arthritis joint 
progression in sustained remission is determined by disease activity levels preceding the period of 
radiographic assessment. Arthritis Rheum. 2009;60(5):1242-9. 
402. Goekoop-Ruiterman YP, de Vries-Bouwstra JK, Allaart CF, van Zeben D, Kerstens PJ, Hazes JM, 
et al. Clinical and radiographic outcomes of four different treatment strategies in patients with early 
rheumatoid arthritis (the BeSt study): a randomized, controlled trial. Arthritis Rheum. 
2005;52(11):3381-90. 
183 
403. Quinn MA, Conaghan PG, O'Connor PJ, Karim Z, Greenstein A, Brown A, et al. Very early 
treatment with infliximab in addition to methotrexate in early, poor-prognosis rheumatoid arthritis 
reduces magnetic resonance imaging evidence of synovitis and damage, with sustained benefit after 
infliximab withdrawal: results from a twelve-month randomized, double-blind, placebo-controlled 
trial. Arthritis Rheum. 2005;52(1):27-35. 
404. Smolen JS, Landewe R, Breedveld FC, Dougados M, Emery P, Gaujoux-Viala C, et al. EULAR 
recommendations for the management of rheumatoid arthritis with synthetic and biological disease-
modifying antirheumatic drugs. Ann Rheum Dis. 2010;69(6):964-75. 
405. Aletaha D, Funovits J, Keystone EC, Smolen JS. Disease activity early in the course of treatment 
predicts response to therapy after one year in rheumatoid arthritis patients. Arthritis Rheum. 
2007;56(10):3226-35. 
406. van der Heide A, Jacobs JW, Bijlsma JW, Heurkens AH, van Booma-Frankfort C, van der Veen 
MJ, et al. The effectiveness of early treatment with "second-line" antirheumatic drugs. A 
randomized, controlled trial. Ann Intern Med. 1996;124(8):699-707. 
407. Emery P, Breedveld FC, Dougados M, Kalden JR, Schiff MH, Smolen JS. Early referral 
recommendation for newly diagnosed rheumatoid arthritis: evidence based development of a 
clinical guide. Ann Rheum Dis. 2002;61(4):290-7. 
408. Nell VP, Machold KP, Eberl G, Stamm TA, Uffmann M, Smolen JS. Benefit of very early referral 
and very early therapy with disease-modifying anti-rheumatic drugs in patients with early 
rheumatoid arthritis. Rheumatology (Oxford). 2004;43(7):906-14. 
409. Kavanaugh A, Fleischmann RM, Emery P, Kupper H, Redden L, Guerette B, et al. Clinical, 
functional and radiographic consequences of achieving stable low disease activity and remission 
with adalimumab plus methotrexate or methotrexate alone in early rheumatoid arthritis: 26-week 
results from the randomised, controlled OPTIMA study. Ann Rheum Dis. 2013;72(1):64-71. 
410. Klareskog L, van der Heijde D, de Jager JP, Gough A, Kalden J, Malaise M, et al. Therapeutic effect 
of the combination of etanercept and methotrexate compared with each treatment alone in patients 
with rheumatoid arthritis: double-blind randomised controlled trial. Lancet. 2004;363(9410):675-
81. 
184 
411. de Jong PH, Hazes JM, Barendregt PJ, Huisman M, van Zeben D, van der Lubbe PA, et al. Induction 
therapy with a combination of DMARDs is better than methotrexate monotherapy: first results of 
the tREACH trial. Ann Rheum Dis. 2013;72(1):72-8. 
412. Bakker MF, Jacobs JW, Welsing PM, Verstappen SM, Tekstra J, Ton E, et al. Low-dose prednisone 
inclusion in a methotrexate-based, tight control strategy for early rheumatoid arthritis: a randomized 
trial. Ann Intern Med. 2012;156(5):329-39. 
413. Vastesaeger N, Xu S, Aletaha D, St Clair EW, Smolen JS. A pilot risk model for the prediction of 
rapid radiographic progression in rheumatoid arthritis. Rheumatology (Oxford). 2009;48(9):1114-
21. 
414. Visser K, Goekoop-Ruiterman YP, de Vries-Bouwstra JK, Ronday HK, Seys PE, Kerstens PJ, et al. 
A matrix risk model for the prediction of rapid radiographic progression in patients with rheumatoid 
arthritis receiving different dynamic treatment strategies: post hoc analyses from the BeSt study. 
Ann Rheum Dis. 2010;69(7):1333-7. 
415. Weinblatt ME, Schiff M, Valente R, van der Heijde D, Citera G, Zhao C, et al. Head-to-head 
comparison of subcutaneous abatacept versus adalimumab for rheumatoid arthritis: findings of a 
phase IIIb, multinational, prospective, randomized study. Arthritis Rheum. 2013;65(1):28-38. 
416. Gabay C, Emery P, van Vollenhoven R, Dikranian A, Alten R, Pavelka K, et al. Tocilizumab 
monotherapy versus adalimumab monotherapy for treatment of rheumatoid arthritis (ADACTA): a 
randomised, double-blind, controlled phase 4 trial. Lancet. 2013;381(9877):1541-50. 
417. Devine EB, Alfonso-Cristancho R, Sullivan SD. Effectiveness of biologic therapies for rheumatoid 
arthritis: an indirect comparisons approach. Pharmacotherapy. 2011;31(1):39-51. 
418. Gartlehner G, Hansen RA, Jonas BL, Thieda P, Lohr KN. The comparative efficacy and safety of 
biologics for the treatment of rheumatoid arthritis: a systematic review and metaanalysis. J 
Rheumatol. 2006;33(12):2398-408. 
419. Hochberg MC, Tracy JK, Hawkins-Holt M, Flores RH. Comparison of the efficacy of the tumour 
necrosis factor alpha blocking agents adalimumab, etanercept, and infliximab when added to 
methotrexate in patients with active rheumatoid arthritis. Ann Rheum Dis. 2003;62 Suppl 2:ii13-6. 
185 
420. Donahue KE, Gartlehner G, Jonas DE, Lux LJ, Thieda P, Jonas BL, et al. Systematic review: 
comparative effectiveness and harms of disease-modifying medications for rheumatoid arthritis. 
Ann Intern Med. 2008;148(2):124-34. 
421. Lee YH, Woo JH, Rho YH, Choi SJ, Ji JD, Song GG. Meta-analysis of the combination of TNF 
inhibitors plus MTX compared to MTX monotherapy, and the adjusted indirect comparison of TNF 
inhibitors in patients suffering from active rheumatoid arthritis. Rheumatol Int. 2008;28(6):553-9. 
422. Neovius M, Arkema EV, Olsson H, Eriksson JK, Kristensen LE, Simard JF, et al. Drug survival on 
TNF inhibitors in patients with rheumatoid arthritis comparison of adalimumab, etanercept and 
infliximab. Ann Rheum Dis. 2013. 
423. Hishitani Y, Ogata A, Shima Y, Hirano T, Ebina K, Kunugiza Y, et al. Retention of tocilizumab 
and anti-tumour necrosis factor drugs in the treatment of rheumatoid arthritis. Scand J Rheumatol. 
2013;42(4):253-9. 
424. Horak P, Skacelova M, Hejduk K, Smrzova A, Pavelka K. Abatacept and its use in the treatment of 
rheumatoid arthritis (RA) in the Czech Republic-data from the ATTRA registry. Clin Rheumatol. 
2013;32(10):1451-8. 
425. Godot S, Gottenberg JE, Paternotte S, Pane I, Combe B, Sibilia J, et al. Safety of surgery after 
rituximab therapy in 133 patients with rheumatoid arthritis: data from the autoimmunity and 
rituximab registry. Arthritis Care Res (Hoboken). 2013;65(11):1874-9. 
426. Buch MH, Smolen JS, Betteridge N, Breedveld FC, Burmester G, Dorner T, et al. Updated 
consensus statement on the use of rituximab in patients with rheumatoid arthritis. Ann Rheum Dis. 
2011;70(6):909-20. 
427. Listing J, Kekow J, Manger B, Burmester GR, Pattloch D, Zink A, et al. Mortality in rheumatoid 
arthritis: the impact of disease activity, treatment with glucocorticoids, TNFalpha inhibitors and 
rituximab. Ann Rheum Dis. 2013. 
428. Wolfe F, Michaud K, Pincus T. Do rheumatology cost-effectiveness analyses make sense? 
Rheumatology (Oxford). 2004;43(1):4-6. 
429. van den Hout WB. Deficiencies in current evaluations of the cost-effectiveness of biologic agents 
for RA. Nat Clin Pract Rheumatol. 2009;5(2):78-9. 
186 
430. Kievit W, Adang EM, Fransen J, Kuper HH, van de Laar MA, Jansen TL, et al. The effectiveness 
and medication costs of three anti-tumour necrosis factor alpha agents in the treatment of 
rheumatoid arthritis from prospective clinical practice data. Ann Rheum Dis. 2008;67(9):1229-34. 
431. Hetland ML, Lindegaard HM, Hansen A, Podenphant J, Unkerskov J, Ringsdal VS, et al. Do 
changes in prescription practice in patients with rheumatoid arthritis treated with biological agents 
affect treatment response and adherence to therapy? Results from the nationwide Danish DANBIO 
Registry. Ann Rheum Dis. 2008;67(7):1023-6. 
432. Hetland ML, Christensen IJ, Tarp U, Dreyer L, Hansen A, Hansen IT, et al. Direct comparison of 
treatment responses, remission rates, and drug adherence in patients with rheumatoid arthritis 
treated with adalimumab, etanercept, or infliximab: results from eight years of surveillance of 
clinical practice in the nationwide Danish DANBIO registry. Arthritis Rheum. 2010;62(1):22-32. 
433. Du Pan SM, Dehler S, Ciurea A, Ziswiler HR, Gabay C, Finckh A, et al. Comparison of drug 
retention rates and causes of drug discontinuation between anti-tumor necrosis factor agents in 
rheumatoid arthritis. Arthritis Rheum. 2009;61(5):560-8. 
434. Brocq O, Roux CH, Albert C, Breuil V, Aknouche N, Ruitord S, et al. TNFalpha antagonist 
continuation rates in 442 patients with inflammatory joint disease. Joint Bone Spine. 
2007;74(2):148-54. 
435. Kristensen LE, Saxne T, Geborek P. The LUNDEX, a new index of drug efficacy in clinical 
practice: results of a five-year observational study of treatment with infliximab and etanercept 
among rheumatoid arthritis patients in southern Sweden. Arthritis Rheum. 2006;54(2):600-6. 
436. Wick MC, Ernestam S, Lindblad S, Bratt J, Klareskog L, van Vollenhoven RF. Adalimumab 
(Humira) restores clinical response in patients with secondary loss of efficacy from infliximab 
(Remicade) or etanercept (Enbrel): results from the STURE registry at Karolinska University 
Hospital. Scand J Rheumatol. 2005;34(5):353-8. 
437. Bennett AN, Peterson P, Zain A, Grumley J, Panayi G, Kirkham B. Adalimumab in clinical practice. 
Outcome in 70 rheumatoid arthritis patients, including comparison of patients with and without 
previous anti-TNF exposure. Rheumatology (Oxford). 2005;44(8):1026-31. 
187 
438. Bombardieri S, Ruiz AA, Fardellone P, Geusens P, McKenna F, Unnebrink K, et al. Effectiveness 
of adalimumab for rheumatoid arthritis in patients with a history of TNF-antagonist therapy in 
clinical practice. Rheumatology (Oxford). 2007;46(7):1191-9. 
439. Haraoui B, Keystone EC, Thorne JC, Pope JE, Chen I, Asare CG, et al. Clinical outcomes of patients 
with rheumatoid arthritis after switching from infliximab to etanercept. J Rheumatol. 
2004;31(12):2356-9. 
440. Remy A, Avouac J, Gossec L, Combe B. Clinical relevance of switching to a second tumour necrosis 
factor-alpha inhibitor after discontinuation of a first tumour necrosis factor-alpha inhibitor in 
rheumatoid arthritis: a systematic literature review and meta-analysis. Clin Exp Rheumatol. 
2011;29(1):96-103. 
441. Carmona L, Ortiz A, Abad MA. How good is to switch between biologics? A systematic review of 
the literature. Acta Reumatol Port. 2007;32(2):113-28. 
442. Virkki LM, Valleala H, Takakubo Y, Vuotila J, Relas H, Komulainen R, et al. Outcomes of 
switching anti-TNF drugs in rheumatoid arthritis--a study based on observational data from the 
Finnish Register of Biological Treatment (ROB-FIN). Clin Rheumatol. 2011;30(11):1447-54. 
443. Scrivo R, Conti F, Spinelli FR, Truglia S, Magrini L, Di Franco M, et al. Switching between 
TNFalpha antagonists in rheumatoid arthritis: personal experience and review of the literature. 
Reumatismo. 2009;61(2):107-17. 
444. Hjardem E, Ostergaard M, Podenphant J, Tarp U, Andersen LS, Bing J, et al. Do rheumatoid arthritis 
patients in clinical practice benefit from switching from infliximab to a second tumor necrosis factor 
alpha inhibitor? Ann Rheum Dis. 2007;66(9):1184-9. 
445. Yazici Y, Erkan D. Do etanercept-naive patients with rheumatoid arthritis respond better to 
infliximab than patients for whom etanercept has failed? Ann Rheum Dis. 2004;63(5):607-8; author 
reply 8. 
446. Solau-Gervais E, Laxenaire N, Cortet B, Dubucquoi S, Duquesnoy B, Flipo RM. Lack of efficacy 
of a third tumour necrosis factor alpha antagonist after failure of a soluble receptor and a monoclonal 
antibody. Rheumatology (Oxford). 2006;45(9):1121-4. 
188 
447. van Vollenhoven R, Harju A, Brannemark S, Klareskog L. Treatment with infliximab (Remicade) 
when etanercept (Enbrel) has failed or vice versa: data from the STURE registry showing that 
switching tumour necrosis factor alpha blockers can make sense. Ann Rheum Dis. 
2003;62(12):1195-8. 
448. Cohen G, Courvoisier N, Cohen JD, Zaltni S, Sany J, Combe B. The efficiency of switching from 
infliximab to etanercept and vice-versa in patients with rheumatoid arthritis. Clin Exp Rheumatol. 
2005;23(6):795-800. 
449. Hansen KE, Hildebrand JP, Genovese MC, Cush JJ, Patel S, Cooley DA, et al. The efficacy of 
switching from etanercept to infliximab in patients with rheumatoid arthritis. J Rheumatol. 
2004;31(6):1098-102. 
450. Rendas-Baum R, Wallenstein GV, Koncz T, Kosinski M, Yang M, Bradley J, et al. Evaluating the 
efficacy of sequential biologic therapies for rheumatoid arthritis patients with an inadequate 
response to tumor necrosis factor-alpha inhibitors. Arthritis Res Ther. 2011;13(1):R25. 
451. Finckh A, Ciurea A, Brulhart L, Kyburz D, Moller B, Dehler S, et al. B cell depletion may be more 
effective than switching to an alternative anti-tumor necrosis factor agent in rheumatoid arthritis 
patients with inadequate response to anti-tumor necrosis factor agents. Arthritis Rheum. 
2007;56(5):1417-23. 
452. Wakabayashi H, Hasegawa M, Nishioka Y, Sudo A, Nishioka K. Which subgroup of rheumatoid 
arthritis patients benefits from switching to tocilizumab versus etanercept after previous infliximab 
failure? A retrospective study. Mod Rheumatol. 2012;22(1):116-21. 
453. Schoels M, Aletaha D, Smolen JS, Wong JB. Comparative effectiveness and safety of biological 
treatment options after tumour necrosis factor alpha inhibitor failure in rheumatoid arthritis: 
systematic review and indirect pairwise meta-analysis. Ann Rheum Dis. 2012;71(8):1303-8. 
454. Salliot C, Finckh A, Katchamart W, Lu Y, Sun Y, Bombardier C, et al. Indirect comparisons of the 
efficacy of biological antirheumatic agents in rheumatoid arthritis in patients with an inadequate 
response to conventional disease-modifying antirheumatic drugs or to an anti-tumour necrosis factor 
agent: a meta-analysis. Ann Rheum Dis. 2011;70(2):266-71. 
189 
455. Bartelds GM, Wijbrandts CA, Nurmohamed MT, Stapel S, Lems WF, Aarden L, et al. Clinical 
response to adalimumab: relationship to anti-adalimumab antibodies and serum adalimumab 
concentrations in rheumatoid arthritis. Ann Rheum Dis. 2007;66(7):921-6. 
456. de Vries MK, Wolbink GJ, Stapel SO, de Groot ER, Dijkmans BA, Aarden LA, et al. Inefficacy of 
infliximab in ankylosing spondylitis is correlated with antibody formation. Ann Rheum Dis. 
2007;66(1):133-4. 
457. Atzeni F, Sarzi-Puttini P, Gorla R, Marchesoni A, Caporali R. Switching rheumatoid arthritis 
treatments: an update. Autoimmun Rev. 2011;10(7):397-403. 
458. de Vries MK, Wolbink GJ, Stapel SO, de Vrieze H, van Denderen JC, Dijkmans BA, et al. 
Decreased clinical response to infliximab in ankylosing spondylitis is correlated with anti-
infliximab formation. Ann Rheum Dis. 2007;66(9):1252-4. 
459. Tatarewicz S, Miller JM, Swanson SJ, Moxness MS. Rheumatoid factor interference in 
immunogenicity assays for human monoclonal antibody therapeutics. J Immunol Methods. 
2010;357(1-2):10-6. 
460. Hennig C, Rink L, Fagin U, Jabs WJ, Kirchner H. The influence of naturally occurring heterophilic 
anti-immunoglobulin antibodies on direct measurement of serum proteins using sandwich ELISAs. 
J Immunol Methods. 2000;235(1-2):71-80. 
461. Svenson M, Geborek P, Saxne T, Bendtzen K. Monitoring patients treated with anti-TNF-alpha 
biopharmaceuticals: assessing serum infliximab and anti-infliximab antibodies. Rheumatology 
(Oxford). 2007;46(12):1828-34. 
462. van Schouwenburg PA, Bartelds GM, Hart MH, Aarden L, Wolbink GJ, Wouters D. A novel 
method for the detection of antibodies to adalimumab in the presence of drug reveals "hidden" 
immunogenicity in rheumatoid arthritis patients. J Immunol Methods. 2010;362(1-2):82-8. 
463. Pascual-Salcedo D, Plasencia C, Ramiro S, Nuno L, Bonilla G, Nagore D, et al. Influence of 
immunogenicity on the efficacy of long-term treatment with infliximab in rheumatoid arthritis. 
Rheumatology (Oxford). 2011. 
190 
464. Stroup DF, Berlin JA, Morton SC, Olkin I, Williamson GD, Rennie D, et al. Meta-analysis of 
observational studies in epidemiology: a proposal for reporting. Meta-analysis Of Observational 
Studies in Epidemiology (MOOSE) group. JAMA. 2000;283(15):2008-12. 
465. Liberati A, Altman DG, Tetzlaff J, Mulrow C, Gotzsche PC, Ioannidis JP, et al. The PRISMA 
statement for reporting systematic reviews and meta-analyses of studies that evaluate health care 
interventions: explanation and elaboration. J Clin Epidemiol. 2009;62(10):e1-34. 
466. van Gestel AM, Anderson JJ, van Riel PL, Boers M, Haagsma CJ, Rich B, et al. ACR and EULAR 
improvement criteria have comparable validity in rheumatoid arthritis trials. American College of 
Rheumatology European League of Associations for Rheumatology. J Rheumatol. 1999;26(3):705-
11. 
467. Braun J, Pham T, Sieper J, Davis J, van der Linden S, Dougados M, et al. International ASAS 
consensus statement for the use of anti-tumour necrosis factor agents in patients with ankylosing 
spondylitis. Ann Rheum Dis. 2003;62(9):817-24. 
468. van der Heijde D, Lie E, Kvien TK, Sieper J, Van den Bosch F, Listing J, et al. ASDAS, a highly 
discriminatory ASAS-endorsed disease activity score in patients with ankylosing spondylitis. Ann 
Rheum Dis. 2009;68(12):1811-8. 
469. Ashcroft DM, Wan Po AL, Williams HC, Griffiths CE. Clinical measures of disease severity and 
outcome in psoriasis: a critical appraisal of their quality. Br J Dermatol. 1999;141(2):185-91. 
470. Agudelo-Florez P, Navarro S, Luttges P, Lopez JA, Norambuena X, Navarrete SC, et al. [Report of 
a new mutation in CYBB gene in two patients with X linked chronic granulomatous disease]. Rev 
Med Chil. 2006;134(8):965-72. 
471. Higgins JP, Thompson SG. Quantifying heterogeneity in a meta-analysis. Stat Med. 
2002;21(11):1539-58. 
472. Radstake TR, Svenson M, Eijsbouts AM, van den Hoogen FH, Enevold C, van Riel PL, et al. 
Formation of antibodies against infliximab and adalimumab strongly correlates with functional drug 
levels and clinical responses in rheumatoid arthritis. Ann Rheum Dis. 2009;68(11):1739-45. 
473. Bender NK, Heilig CE, Droll B, Wohlgemuth J, Armbruster FP, Heilig B. Immunogenicity, efficacy 
and adverse events of adalimumab in RA patients. Rheumatol Int. 2007;27(3):269-74. 
191 
474. West RL, Zelinkova Z, Wolbink GJ, Kuipers EJ, Stokkers PC, van der Woude CJ. Immunogenicity 
negatively influences the outcome of adalimumab treatment in Crohn's disease. Aliment Pharmacol 
Ther. 2008;28(9):1122-6. 
475. Steenholdt C, Bendtzen K, Brynskov J, Thomsen OO, Ainsworth MA. Cut-off levels and diagnostic 
accuracy of infliximab trough levels and anti-infliximab antibodies in Crohn's disease. Scand J 
Gastroenterol. 2011;46(3):310-8. 
476. Lecluse LL, Driessen RJ, Spuls PI, de Jong EM, Stapel SO, van Doorn MB, et al. Extent and clinical 
consequences of antibody formation against adalimumab in patients with plaque psoriasis. Arch 
Dermatol. 2010;146(2):127-32. 
477. Hoffmann JH, Hartmann M, Enk AH, Hadaschik EN. Autoantibodies in psoriasis as predictors for 
loss of response and anti-infliximab antibody induction. Br J Dermatol. 2011;165(6):1355-8. 
478. de Vries MK, van der Horst-Bruinsma IE, Nurmohamed MT, Aarden LA, Stapel SO, Peters MJ, et 
al. Immunogenicity does not influence treatment with etanercept in patients with ankylosing 
spondylitis. Ann Rheum Dis. 2009;68(4):531-5. 
479. van Kuijk AW, de Groot M, Stapel SO, Dijkmans BA, Wolbink GJ, Tak PP. Relationship between 
the clinical response to adalimumab treatment and serum levels of adalimumab and anti-
adalimumab antibodies in patients with psoriatic arthritis. Ann Rheum Dis. 2010;69(3):624-5. 
480. Hoshino M, Yoshio T, Onishi S, Minota S. Influence of antibodies against infliximab and etanercept 
on the treatment effectiveness of these agents in Japanese patients with rheumatoid arthritis. Mod 
Rheumatol. 2012;22(4):532-40. 
481. Adisen E, Aral A, Aybay C, Gurer MA. Anti-infliximab antibody status and its relation to clinical 
response in psoriatic patients: A pilot study. J Dermatol. 2010;37(8):708-13. 
482. Vermeire S, Noman M, Van Assche G, Baert F, D'Haens G, Rutgeerts P. Effectiveness of 
concomitant immunosuppressive therapy in suppressing the formation of antibodies to infliximab 
in Crohn's disease. Gut. 2007;56(9):1226-31. 
483. Afif W, Loftus EV, Jr., Faubion WA, Kane SV, Bruining DH, Hanson KA, et al. Clinical utility of 
measuring infliximab and human anti-chimeric antibody concentrations in patients with 
inflammatory bowel disease. Am J Gastroenterol. 2010;105(5):1133-9. 
192 
484. Bartelds GM, Wijbrandts CA, Nurmohamed MT, Stapel S, Lems WF, Aarden L, et al. Anti-
infliximab and anti-adalimumab antibodies in relation to response to adalimumab in infliximab 
switchers and anti-tumour necrosis factor naive patients: a cohort study. Ann Rheum Dis. 
2010;69(5):817-21. 
485. Sandborn WJ, Hanauer SB, Rutgeerts P, Fedorak RN, Lukas M, MacIntosh DG, et al. Adalimumab 
for maintenance treatment of Crohn's disease: results of the CLASSIC II trial. Gut. 
2007;56(9):1232-9. 
486. Hanauer SB, Feagan BG, Lichtenstein GR, Mayer LF, Schreiber S, Colombel JF, et al. Maintenance 
infliximab for Crohn's disease: the ACCENT I randomised trial. Lancet. 2002;359(9317):1541-9. 
487. Dore RK, Mathews S, Schechtman J, Surbeck W, Mandel D, Patel A, et al. The immunogenicity, 
safety, and efficacy of etanercept liquid administered once weekly in patients with rheumatoid 
arthritis. Clin Exp Rheumatol. 2007;25(1):40-6. 
488. Moreland LW, Schiff MH, Baumgartner SW, Tindall EA, Fleischmann RM, Bulpitt KJ, et al. 
Etanercept therapy in rheumatoid arthritis. A randomized, controlled trial. Ann Intern Med. 
1999;130(6):478-86. 
489. Kim HJ, Kammertoens T, Janke M, Schmetzer O, Qin Z, Berek C, et al. Establishment of early 
lymphoid organ infrastructure in transplanted tumors mediated by local production of lymphotoxin 
alpha and in the combined absence of functional B and T cells. J Immunol. 2004;172(7):4037-47. 
490. Noiles K, Vender R. Biologic survival. J Drugs Dermatol. 2009;8(4):329-33. 
491. Punzi L, Matucci Cerinic M, Cantini F, Bagnato G, Fiocco U, Ferri C, et al. Treatment patterns of 
anti-TNF agents in Italy: an observational study. Reumatismo. 2011;63(1):18-28. 
492. Krieckaert CL, Nurmohamed MT, Wolbink GJ. Methotrexate reduces immunogenicity in 
adalimumab treated rheumatoid arthritis patients in a dose dependent manner. Ann Rheum Dis. 
2012. 
493. Mulleman D, Lauferon F, Wendling D, Ternant D, Ducourau E, Paintaud G, et al. Infliximab in 
ankylosing spondylitis: alone or in combination with methotrexate? A pharmacokinetic comparative 
study. Arthritis Res Ther. 2011;13(3):R82. 
193 
494. Karmiris K, Paintaud G, Noman M, Magdelaine-Beuzelin C, Ferrante M, Degenne D, et al. 
Influence of trough serum levels and immunogenicity on long-term outcome of adalimumab therapy 
in Crohn's disease. Gastroenterology. 2009;137(5):1628-40. 
495. Korswagen LA, Bartelds GM, Krieckaert CL, Turkstra F, Nurmohamed MT, van Schaardenburg D, 
et al. Venous and arterial thromboembolic events in adalimumab-treated patients with 
antiadalimumab antibodies: a case series and cohort study. Arthritis Rheum. 2011;63(4):877-83. 
496. Garces S, Demengeot J, Benito-Garcia E. The immunogenicity of anti-TNF therapy in immune-
mediated inflammatory diseases: a systematic review of the literature with a meta-analysis. Ann 
Rheum Dis. 2012. 
497. Vultaggio A, Matucci A, Parronchi P, Rossi O, Palandri F, Romagnani S, et al. Safety and 
tolerability of infliximab therapy: suggestions and criticisms based on wide clinical experience. Int 
J Immunopathol Pharmacol. 2008;21(2):367-74. 
498. Farrell RJ, Shah SA, Lodhavia PJ, Alsahli M, Falchuk KR, Michetti P, et al. Clinical experience 
with infliximab therapy in 100 patients with Crohn's disease. Am J Gastroenterol. 
2000;95(12):3490-7. 
499. Winkler U, Jensen M, Manzke O, Schulz H, Diehl V, Engert A. Cytokine-release syndrome in 
patients with B-cell chronic lymphocytic leukemia and high lymphocyte counts after treatment with 
an anti-CD20 monoclonal antibody (rituximab, IDEC-C2B8). Blood. 1999;94(7):2217-24. 
500. Vultaggio A, Matucci A, Nencini F, Pratesi S, Parronchi P, Rossi O, et al. Anti-infliximab IgE and 
non-IgE antibodies and induction of infusion-related severe anaphylactic reactions. Allergy. 2009. 
501. Matucci A, Pratesi S, Petroni G, Nencini F, Virgili G, Milla M, et al. Allergological in vitro and in 
vivo evaluation of patients with hypersensitivity reactions to infliximab. Clin Exp Allergy. 
2013;43(6):659-64. 
502. Cheifetz A, Mayer L. Monoclonal antibodies, immunogenicity, and associated infusion reactions. 
Mt Sinai J Med. 2005;72(4):250-6. 
503. Pichler WJ. Adverse side-effects to biological agents. Allergy. 2006;61(8):912-20. 
194 
504. Botsios C, Ostuni P, Todesco S. [Incidence and management of infusion reactions to infliximab in 
186 italian patients with rheumatoid arthritis: the Padua experience]. Reumatismo. 2005;57(1):44-
51. 
505. Brown SG. Clinical features and severity grading of anaphylaxis. J Allergy Clin Immunol. 
2004;114(2):371-6. 
506. Chavez-Lopez MA, Delgado-Villafana J, Gallaga A, Huerta-Yanez G. Severe anaphylactic reaction 
during the second infusion of infliximab in a patient with psoriatic arthritis. Allergol Immunopathol 
(Madr). 2005;33(5):291-2. 
507. Soykan I, Ertan C, Ozden A. Severe anaphylactic reaction to infliximab: report of a case. Am J 
Gastroenterol. 2000;95(9):2395-6. 
508. Kolho KL, Ruuska T, Savilahti E. Severe adverse reactions to Infliximab therapy are common in 
young children with inflammatory bowel disease. Acta Paediatr. 2007;96(1):128-30. 
509. Diamanti A, Castro M, Papadatou B, Ferretti F, Gambarara M. Severe anaphylactic reaction to 
infliximab in pediatric patients with Crohn's disease. J Pediatr. 2002;140(5):636-7; author reply 7. 
510. Lecluse LL, Piskin G, Mekkes JR, Bos JD, de Rie MA. Review and expert opinion on prevention 
and treatment of infliximab-related infusion reactions. Br J Dermatol. 2008;159(3):527-36. 
511. Van Assche G, Dignass A, Panes J, Beaugerie L, Karagiannis J, Allez M, et al. The second European 
evidence-based Consensus on the diagnosis and management of Crohn's disease: Definitions and 
diagnosis. J Crohns Colitis. 2010;4(1):7-27. 
512. Arnett FC, Edworthy SM, Bloch DA, McShane DJ, Fries JF, Cooper NS, et al. The American 
Rheumatism Association 1987 revised criteria for the classification of rheumatoid arthritis. Arthritis 
Rheum. 1988;31(3):315-24. 
513. Rudwaleit M, Landewe R, van der Heijde D, Listing J, Brandt J, Braun J, et al. The development of 
Assessment of SpondyloArthritis international Society classification criteria for axial 
spondyloarthritis (part I): classification of paper patients by expert opinion including uncertainty 
appraisal. Ann Rheum Dis. 2009;68(6):770-6. 
195 
514. Rudwaleit M, van der Heijde D, Landewe R, Listing J, Akkoc N, Brandt J, et al. The development 
of Assessment of SpondyloArthritis international Society classification criteria for axial 
spondyloarthritis (part II): validation and final selection. Ann Rheum Dis. 2009;68(6):777-83. 
515. Fonseca JE, Bernardes M, Canhao H, Santos MJ, Quintal A, Malcata A, et al. Portuguese guidelines 
for the use of biological agents in rheumatoid arthritis - October 2011 update. Acta Reumatol Port. 
2011;36(4):385-8. 
516. Machado P, Bernardo A, Cravo AR, Rodrigues A, Malcata A, Nour D, et al. Portuguese 
recommendations for the use of biological therapies in patients with axial spondyloarthritis--
December 2011 update. Acta Reumatol Port. 2012;37(1):40-7. 
517. Machado P, Bogas M, Ribeiro A, Costa J, Neto A, Sepriano A, et al. 2011 Portuguese 
recommendations for the use of biological therapies in patients with psoriatic arthritis. Acta 
Reumatol Port. 2012;37(1):26-39. 
518. DGS. Terapêutica Biológica da Doença Inflamatória do Intestino do Adulto 2012 [cited 2012 24th 
June ]. Available from: file:///Users/sandragarcesmail/Downloads/i016782.pdf. 
519. Wolbink GJ, Voskuyl AE, Lems WF, de Groot E, Nurmohamed MT, Tak PP, et al. Relationship 
between serum trough infliximab levels, pretreatment C reactive protein levels, and clinical 
response to infliximab treatment in patients with rheumatoid arthritis. Ann Rheum Dis. 
2005;64(5):704-7. 
520. Lee SJ, Kavanaugh A. Adverse reactions to biologic agents: focus on autoimmune disease therapies. 
J Allergy Clin Immunol. 2005;116(4):900-5. 
521. Vultaggio A, Matucci A, Nencini F, Pratesi S, Parronchi P, Rossi O, et al. Anti-infliximab IgE and 
non-IgE antibodies and induction of infusion-related severe anaphylactic reactions. Allergy. 
2010;65(5):657-61. 
522. Wasserman MJ, Weber DA, Guthrie JA, Bykerk VP, Lee P, Keystone EC. Infusion-related reactions 
to infliximab in patients with rheumatoid arthritis in a clinical practice setting: relationship to dose, 
antihistamine pretreatment, and infusion number. J Rheumatol. 2004;31(10):1912-7. 
196 
523. de Vries MK, Brouwer E, van der Horst-Bruinsma IE, Spoorenberg A, van Denderen JC, Jamnitski 
A, et al. Decreased clinical response to adalimumab in ankylosing spondylitis is associated with 
antibody formation. Ann Rheum Dis. 2009;68(11):1787-8. 
524. Vultaggio A, Matucci A, Nencini F, Pratesi S, Petroni G, Cammelli D, et al. Drug-specific Th2 cells 
and IgE antibodies in a patient with anaphylaxis to rituximab. Int Arch Allergy Immunol. 
2012;159(3):321-6. 
525. Chung CH, Mirakhur B, Chan E, Le QT, Berlin J, Morse M, et al. Cetuximab-induced anaphylaxis 
and IgE specific for galactose-alpha-1,3-galactose. N Engl J Med. 2008;358(11):1109-17. 
526. Stubenrauch K, Wessels U, Birnboeck H, Ramirez F, Jahreis A, Schleypen J. Subset analysis of 
patients experiencing clinical events of a potentially immunogenic nature in the pivotal clinical trials 
of tocilizumab for rheumatoid arthritis: Evaluation of an antidrug antibody ELISA using clinical 
adverse event-driven immunogenicity testing. Clin Ther. 2010;32(9):1597-609. 
527. Brennan PJ, Rodriguez Bouza T, Hsu FI, Sloane DE, Castells MC. Hypersensitivity reactions to 
mAbs: 105 desensitizations in 23 patients, from evaluation to treatment. J Allergy Clin Immunol. 
2009;124(6):1259-66. 
528. Puchner TC, Kugathasan S, Kelly KJ, Binion DG. Successful desensitization and therapeutic use of 
infliximab in adult and pediatric Crohn's disease patients with prior anaphylactic reaction. Inflamm 
Bowel Dis. 2001;7(1):34-7. 
529. Finkelman FD. Anaphylaxis: lessons from mouse models. J Allergy Clin Immunol. 
2007;120(3):506-15; quiz 16-7. 
530. Vadas P, Gold M, Perelman B, Liss GM, Lack G, Blyth T, et al. Platelet-activating factor, PAF 
acetylhydrolase, and severe anaphylaxis. N Engl J Med. 2008;358(1):28-35. 
531. Cheifetz A, Smedley M, Martin S, Reiter M, Leone G, Mayer L, et al. The incidence and 
management of infusion reactions to infliximab: a large center experience. Am J Gastroenterol. 
2003;98(6):1315-24. 
532. Sany J, Kaiser MJ, Jorgensen C, Trape G. Study of the tolerance of infliximab infusions with or 
without betamethasone premedication in patients with active rheumatoid arthritis. Ann Rheum Dis. 
2005;64(11):1647-9. 
197 
533. Vogel WH. Infusion reactions: diagnosis, assessment, and management. Clin J Oncol Nurs. 
2010;14(2):E10-21. 
534. Sobrero AF, Maurel J, Fehrenbacher L, Scheithauer W, Abubakr YA, Lutz MP, et al. EPIC: phase 
III trial of cetuximab plus irinotecan after fluoropyrimidine and oxaliplatin failure in patients with 
metastatic colorectal cancer. J Clin Oncol. 2008;26(14):2311-9. 
535. Breslin S. Cytokine-release syndrome: overview and nursing implications. Clin J Oncol Nurs. 
2007;11(1 Suppl):37-42. 
536. Kimby E. Tolerability and safety of rituximab (MabThera). Cancer Treat Rev. 2005;31(6):456-73. 
537. Price KS, Hamilton RG. Anaphylactoid reactions in two patients after omalizumab administration 
after successful long-term therapy. Allergy Asthma Proc. 2007;28(3):313-9. 
538. Steele RH, Limaye S, Cleland B, Chow J, Suranyi MG. Hypersensitivity reactions to the polysorbate 
contained in recombinant erythropoietin and darbepoietin. Nephrology (Carlton). 2005;10(3):317-
20. 
539. Jamnitski A, Bartelds GM, Nurmohamed MT, van Schouwenburg PA, van Schaardenburg D, Stapel 
SO, et al. The presence or absence of antibodies to infliximab or adalimumab determines the 
outcome of switching to etanercept. Ann Rheum Dis. 2011;70(2):284-8. 
540. Hovstadius B, Petersson G. Non-adherence to drug therapy and drug acquisition costs in a national 
population--a patient-based register study. BMC Health Serv Res. 2011;11:326. 
541. Sokka T, Makinen H, Puolakka K, Mottonen T, Hannonen P. Remission as the treatment goal--the 
FIN-RACo trial. Clin Exp Rheumatol. 2006;24(6 Suppl 43):S-74-6. 
542. Bakker MF, Jacobs JW, Verstappen SM, Bijlsma JW. Tight control in the treatment of rheumatoid 
arthritis: efficacy and feasibility. Ann Rheum Dis. 2007;66 Suppl 3:iii56-60. 
543. Verstappen SM, Jacobs JW, van der Veen MJ, Heurkens AH, Schenk Y, ter Borg EJ, et al. Intensive 
treatment with methotrexate in early rheumatoid arthritis: aiming for remission. Computer Assisted 
Management in Early Rheumatoid Arthritis (CAMERA, an open-label strategy trial). Ann Rheum 
Dis. 2007;66(11):1443-9. 
198 
544. van der Laken CJ, Voskuyl AE, Roos JC, Stigter van Walsum M, de Groot ER, Wolbink G, et al. 
Imaging and serum analysis of immune complex formation of radiolabelled infliximab and anti-
infliximab in responders and non-responders to therapy for rheumatoid arthritis. Ann Rheum Dis. 
2007;66(2):253-6. 
545. Kremer JM, Dougados M, Emery P, Durez P, Sibilia J, Shergy W, et al. Treatment of rheumatoid 
arthritis with the selective costimulation modulator abatacept: twelve-month results of a phase iib, 
double-blind, randomized, placebo-controlled trial. Arthritis Rheum. 2005;52(8):2263-71. 
546. Fonseca JE CH, Reis P, Santos MJ, Branco J, Quintal A et al. . Portuguese guidelines for the use of 
biological agents in rheumatoid arthritis - March 2010 update. Acta Reumatol Port 2010;35:95-8. 
547. Team RDC. R: A language and environment for statistical computing. R Foundation for Statistical 
Computing, Vienna, Austria. ISBN 3-900051-07-0, URL http://www.R-project.org. 2010. 
548. Karlsson JA, Kristensen LE, Kapetanovic MC, Gulfe A, Saxne T, Geborek P. Treatment response 
to a second or third TNF-inhibitor in RA: results from the South Swedish Arthritis Treatment Group 
Register. Rheumatology (Oxford). 2008;47(4):507-13. 
549. Tak PP. A personalized medicine approach to biologic treatment of rheumatoid arthritis: a 
preliminary treatment algorithm. Rheumatology (Oxford). 2012;51(4):600-9. 
550. Vincent FB, Morand EF, Murphy K, Mackay F, Mariette X, Marcelli C. Antidrug antibodies 
(ADAb) to tumour necrosis factor (TNF)-specific neutralising agents in chronic inflammatory 
diseases: a real issue, a clinical perspective. Ann Rheum Dis. 2013;72(2):165-78. 
551. Krieckaert C NS, Nurmohamed M, van Dongen C, Lems W, Lafeber F, Bijlsma J, Wolbink G, 
Welsing P. . Evaluating the cost-effectiveness of personalized treatment with adalimumab using 
serum drug level and anti-adalimumab antibodies in rheumatoid arthritis patients. Ann Rheum Dis 
2012;71(Suppl 3):104. . 
552. Karim Z, Wakefield RJ, Conaghan PG, Lawson CA, Goh E, Quinn MA, et al. The impact of 
ultrasonography on diagnosis and management of patients with musculoskeletal conditions. 
Arthritis Rheum. 2001;44(12):2932-3. 
199 
553. Wakefield RJ, Green MJ, Marzo-Ortega H, Conaghan PG, Gibbon WW, McGonagle D, et al. 
Should oligoarthritis be reclassified? Ultrasound reveals a high prevalence of subclinical disease. 
Ann Rheum Dis. 2004;63(4):382-5. 
554. Colebatch AN, Edwards CJ, Ostergaard M, van der Heijde D, Balint PV, D'Agostino MA, et al. 
EULAR recommendations for the use of imaging of the joints in the clinical management of 
rheumatoid arthritis. Ann Rheum Dis. 2013. 
555. Krieckaert CL, Nurmohamed MT, Wolbink GJ. Methotrexate reduces immunogenicity in 
adalimumab treated rheumatoid arthritis patients in a dose dependent manner. Ann Rheum Dis. 
2012;71(11):1914-5. 
556. Hanauer SB, Feagan BG, Lichtenstein GR, Mayer LF, Schreiber S, Colombel JF, et al. Maintenance 
infliximab for Crohn's disease: the ACCENT I randomised trial. Lancet. 2002;359(9317):1541-9. 
557. Genestier L, Paillot R, Fournel S, Ferraro C, Miossec P, Revillard JP. Immunosuppressive properties 
of methotrexate: apoptosis and clonal deletion of activated peripheral T cells. J Clin Invest. 
1998;102(2):322-8. 
558. Genestier L, Paillot R, Quemeneur L, Izeradjene K, Revillard JP. Mechanisms of action of 
methotrexate. Immunopharmacology. 2000;47(2-3):247-57. 
559. de Lathouder S, Gerards AH, de Groot ER, Valkhof M, Aarden LA. Mycophenolic acid and 
methotrexate inhibit lymphocyte cytokine production via different mechanisms. Eur Cytokine 
Netw. 2002;13(3):317-23. 
560. de Lathouder S, Gerards AH, de Groot ER, Valkhof MG, Dijkmans BA, Aarden LA. Bioassay for 
detection of methotrexate in serum. Scand J Rheumatol. 2004;33(3):167-73. 
561. Gerards AH, de Lathouder S, de Groot ER, Dijkmans BA, Aarden LA. Inhibition of cytokine 
production by methotrexate. Studies in healthy volunteers and patients with rheumatoid arthritis. 
Rheumatology (Oxford). 2003;42(10):1189-96. 
562. Bressolle F, Bologna C, Kinowski JM, Arcos B, Sany J, Combe B. Total and free methotrexate 
pharmacokinetics in elderly patients with rheumatoid arthritis. A comparison with young patients. 
J Rheumatol. 1997;24(10):1903-9. 
200 
563. Sander O RR, van Riel P, van de Putte L, Hasler F, Baudin M, et al. Neutralization of TNF by 
lenercept (TNFR 55, TgG1, Ro 45–2081) in patients with rheumatoid arthritis treated for 3 months. 
Results of a European Phase II trial. Arthritis Rheum 1996;39:S242. 
564. Christen V TR, Stevens R. Immunogenicity of a humanTNFR55-TgG1 fusion protein (lenercept) 
in rheumatoid arthritis (RA) and multiple sclerosis patients. . Arthritis Rheum. 1998;41:S58. 
565. Kneer J LE, Lesslauer W, Lesslauer W, and the RA and MS study, Groups. An assessment of the 
effect of anti-drug antibody formation on the pharmacokinetics and pharmcodynamics of sTNFr 55-
IgG (S.C) in patients with rheumatoid arthritis. Arthritis Rheum. 1998;41:S57. 
566. Higuchi M, Aggarwal BB. TNF induces internalization of the p60 receptor and shedding of the p80 
receptor. J Immunol. 1994;152(7):3550-8. 
567. Porteu F, Hieblot C. Tumor necrosis factor induces a selective shedding of its p75 receptor from 
human neutrophils. J Biol Chem. 1994;269(4):2834-40. 
568. Yoshie O, Tada K, Ishida N. Binding and crosslinking of 125I-labeled recombinant human tumor 
necrosis factor to cell surface receptors. J Biochem. 1986;100(3):531-41. 
569. Evans TJ, Moyes D, Carpenter A, Martin R, Loetscher H, Lesslauer W, et al. Protective effect of 
55- but not 75-kD soluble tumor necrosis factor receptor-immunoglobulin G fusion proteins in an 
animal model of gram-negative sepsis. J Exp Med. 1994;180(6):2173-9. 
570. Mitoma H, Horiuchi T, Tsukamoto H, Tamimoto Y, Kimoto Y, Uchino A, et al. Mechanisms for 
cytotoxic effects of anti-tumor necrosis factor agents on transmembrane tumor necrosis factor alpha-
expressing cells: comparison among infliximab, etanercept, and adalimumab. Arthritis Rheum. 
2008;58(5):1248-57. 
571. Den Broeder AA, Creemers MC, van Gestel AM, van Riel PL. Dose titration using the Disease 
Activity Score (DAS28) in rheumatoid arthritis patients treated with anti-TNF-alpha. Rheumatology 
(Oxford). 2002;41(6):638-42. 
572. van der Maas A, Kievit W, van den Bemt BJ, van den Hoogen FH, van Riel PL, den Broeder AA. 
Down-titration and discontinuation of infliximab in rheumatoid arthritis patients with stable low 
disease activity and stable treatment: an observational cohort study. Ann Rheum Dis. 
2012;71(11):1849-54. 
201 
573. Kobelt G, Lekander I, Lang A, Raffeiner B, Botsios C, Geborek P. Cost-effectiveness of etanercept 
treatment in early active rheumatoid arthritis followed by dose adjustment. Int J Technol Assess 
Health Care. 2011;27(3):193-200. 
574. Tanaka Y, Hirata S, Kubo S, Fukuyo S, Hanami K, Sawamukai N, et al. Discontinuation of 
adalimumab after achieving remission in patients with established rheumatoid arthritis: 1-year 
outcome of the HONOR study. Ann Rheum Dis. 2013. 
575. Tanaka Y, Takeuchi T, Mimori T, Saito K, Nawata M, Kameda H, et al. Discontinuation of 
infliximab after attaining low disease activity in patients with rheumatoid arthritis: RRR (remission 
induction by Remicade in RA) study. Ann Rheum Dis. 2010;69(7):1286-91. 
576. Raza K, Falciani F, Curnow SJ, Ross EJ, Lee CY, Akbar AN, et al. Early rheumatoid arthritis is 
characterized by a distinct and transient synovial fluid cytokine profile of T cell and stromal cell 
origin. Arthritis Res Ther. 2005;7(4):R784-95. 
577. Weaver CT, Hatton RD, Mangan PR, Harrington LE. IL-17 family cytokines and the expanding 
diversity of effector T cell lineages. Annu Rev Immunol. 2007;25:821-52. 
578. Frederiksen MT, Ainsworth MA, Brynskov J, Thomsen OO, Bendtzen K, Steenholdt C. Antibodies 
Against Infliximab Are Associated with De Novo Development of Antibodies to Adalimumab and 
Therapeutic Failure in Infliximab-to-Adalimumab Switchers with IBD. Inflamm Bowel Dis. 2014. 
579. Gomez-Reino JJ, Maneiro JR, Ruiz J, Rosello R, Sanmarti R, Romero AB. Comparative 
effectiveness of switching to alternative tumour necrosis factor (TNF) antagonists versus switching 
to rituximab in patients with rheumatoid arthritis who failed previous TNF antagonists: the MIRAR 
Study. Ann Rheum Dis. 2012;71(11):1861-4. 
580. Smolen JS, Beaulieu A, Rubbert-Roth A, Ramos-Remus C, Rovensky J, Alecock E, et al. Effect of 
interleukin-6 receptor inhibition with tocilizumab in patients with rheumatoid arthritis (OPTION 
study): a double-blind, placebo-controlled, randomised trial. Lancet. 2008;371(9617):987-97. 
581. Jones G, Sebba A, Gu J, Lowenstein MB, Calvo A, Gomez-Reino JJ, et al. Comparison of 
tocilizumab monotherapy versus methotrexate monotherapy in patients with moderate to severe 
rheumatoid arthritis: the AMBITION study. Ann Rheum Dis. 2010;69(1):88-96. 
202 
582. Le Hir M, Bluethmann H, Kosco-Vilbois MH, Muller M, di Padova F, Moore M, et al. 
Differentiation of follicular dendritic cells and full antibody responses require tumor necrosis factor 
receptor-1 signaling. J Exp Med. 1996;183(5):2367-72. 
583. Kassiotis G, Kranidioti K, Kollias G. Defective CD4T cell priming and resistance to experimental 
autoimmune encephalomyelitis in TNF-deficient mice due to innate immune hypo-responsiveness. 
J Neuroimmunol. 2001;119(2):239-47. 
584. Pasparakis M, Kousteni S, Peschon J, Kollias G. Tumor necrosis factor and the p55TNF receptor 
are required for optimal development of the marginal sinus and for migration of follicular dendritic 
cell precursors into splenic follicles. Cell Immunol. 2000;201(1):33-41. 
585. Steinshamn S, Bemelmans MH, van Tits LJ, Bergh K, Buurman WA, Waage A. TNF receptors in 
murine Candida albicans infection: evidence for an important role of TNF receptor p55 in antifungal 
defense. J Immunol. 1996;157(5):2155-9. 
586. Deckert-Schluter M, Bluethmann H, Rang A, Hof H, Schluter D. Crucial role of TNF receptor type 
1 (p55), but not of TNF receptor type 2 (p75), in murine toxoplasmosis. J Immunol. 
1998;160(7):3427-36. 
587. Rothe J, Lesslauer W, Lotscher H, Lang Y, Koebel P, Kontgen F, et al. Mice lacking the tumour 
necrosis factor receptor 1 are resistant to TNF-mediated toxicity but highly susceptible to infection 
by Listeria monocytogenes. Nature. 1993;364(6440):798-802. 
588. Pfeffer K, Matsuyama T, Kundig TM, Wakeham A, Kishihara K, Shahinian A, et al. Mice deficient 
for the 55 kd tumor necrosis factor receptor are resistant to endotoxic shock, yet succumb to L. 
monocytogenes infection. Cell. 1993;73(3):457-67. 
589. Peschon JJ, Torrance DS, Stocking KL, Glaccum MB, Otten C, Willis CR, et al. TNF receptor-
deficient mice reveal divergent roles for p55 and p75 in several models of inflammation. J Immunol. 
1998;160(2):943-52. 
590. Ban L, Zhang J, Wang L, Kuhtreiber W, Burger D, Faustman DL. Selective death of autoreactive T 
cells in human diabetes by TNF or TNF receptor 2 agonism. Proc Natl Acad Sci U S A. 
2008;105(36):13644-9. 
203 
591. McCoy MK, Tansey MG. TNF signaling inhibition in the CNS: implications for normal brain 
function and neurodegenerative disease. J Neuroinflammation. 2008;5:45. 
592. Dopp JM, Sarafian TA, Spinella FM, Kahn MA, Shau H, de Vellis J. Expression of the p75 TNF 
receptor is linked to TNF-induced NFkappaB translocation and oxyradical neutralization in glial 
cells. Neurochem Res. 2002;27(11):1535-42. 
593. Fontaine V, Mohand-Said S, Hanoteau N, Fuchs C, Pfizenmaier K, Eisel U. Neurodegenerative and 
neuroprotective effects of tumor Necrosis factor (TNF) in retinal ischemia: opposite roles of TNF 
receptor 1 and TNF receptor 2. J Neurosci. 2002;22(7):RC216. 
594. Wang M, Crisostomo PR, Markel TA, Wang Y, Meldrum DR. Mechanisms of sex differences in 
TNFR2-mediated cardioprotection. Circulation. 2008;118(14 Suppl):S38-45. 
595. Monden Y, Kubota T, Inoue T, Tsutsumi T, Kawano S, Ide T, et al. Tumor necrosis factor-alpha is 
toxic via receptor 1 and protective via receptor 2 in a murine model of myocardial infarction. Am J 
Physiol Heart Circ Physiol. 2007;293(1):H743-53. 
596. Marchetti L, Klein M, Schlett K, Pfizenmaier K, Eisel UL. Tumor necrosis factor (TNF)-mediated 
neuroprotection against glutamate-induced excitotoxicity is enhanced by N-methyl-D-aspartate 
receptor activation. Essential role of a TNF receptor 2-mediated phosphatidylinositol 3-kinase-
dependent NF-kappa B pathway. J Biol Chem. 2004;279(31):32869-81. 
597. Maeda S, Hsu LC, Liu H, Bankston LA, Iimura M, Kagnoff MF, et al. Nod2 mutation in Crohn's 
disease potentiates NF-kappaB activity and IL-1beta processing. Science. 2005;307(5710):734-8. 
598. Kammer GM, Tsokos GC. Abnormal T lymphocyte signal transduction in systemic lupus 
erythematosus. Curr Dir Autoimmun. 2002;5:131-50. 
599. Miterski B, Bohringer S, Klein W, Sindern E, Haupts M, Schimrigk S, et al. Inhibitors in the 
NFkappaB cascade comprise prime candidate genes predisposing to multiple sclerosis, especially 
in selected combinations. Genes Immun. 2002;3(4):211-9. 
600. Chatzikyriakidou A, Georgiou I, Voulgari PV, Drosos AA. The role of tumor necrosis factor (TNF)-
alpha and TNF receptor polymorphisms in susceptibility to ankylosing spondylitis. Clin Exp 
Rheumatol. 2009;27(4):645-8. 
204 
601. Hegazy DM, O'Reilly DA, Yang BM, Hodgkinson AD, Millward BA, Demaine AG. NFkappaB 
polymorphisms and susceptibility to type 1 diabetes. Genes Immun. 2001;2(6):304-8. 
602. van Mierlo GJ, Scherer HU, Hameetman M, Morgan ME, Flierman R, Huizinga TW, et al. Cutting 
edge: TNFR-shedding by CD4+CD25+ regulatory T cells inhibits the induction of inflammatory 
mediators. J Immunol. 2008;180(5):2747-51. 
603. Chen X, Subleski JJ, Hamano R, Howard OM, Wiltrout RH, Oppenheim JJ. Co-expression of 
TNFR2 and CD25 identifies more of the functional CD4+FOXP3+ regulatory T cells in human 
peripheral blood. Eur J Immunol. 2010;40(4):1099-106. 
604. Nagar M, Jacob-Hirsch J, Vernitsky H, Berkun Y, Ben-Horin S, Amariglio N, et al. TNF activates 
a NF-kappaB-regulated cellular program in human CD45RA- regulatory T cells that modulates their 
suppressive function. J Immunol. 2010;184(7):3570-81. 
605. Annunziato F, Cosmi L, Liotta F, Lazzeri E, Manetti R, Vanini V, et al. Phenotype, localization, 
and mechanism of suppression of CD4(+)CD25(+) human thymocytes. J Exp Med. 
2002;196(3):379-87. 
606. Chen X, Subleski JJ, Kopf H, Howard OM, Mannel DN, Oppenheim JJ. Cutting edge: expression 
of TNFR2 defines a maximally suppressive subset of mouse CD4+CD25+FoxP3+ T regulatory 
cells: applicability to tumor-infiltrating T regulatory cells. J Immunol. 2008;180(10):6467-71. 
607. Chen X, Hamano R, Subleski JJ, Hurwitz AA, Howard OM, Oppenheim JJ. Expression of 
costimulatory TNFR2 induces resistance of CD4+FoxP3- conventional T cells to suppression by 
CD4+FoxP3+ regulatory T cells. J Immunol. 2010;185(1):174-82. 
608. Bilate AM, Lafaille JJ. Can TNF-alpha boost regulatory T cells? J Clin Invest. 2010;120(12):4190-
2. 
609. Grinberg-Bleyer Y, Saadoun D, Baeyens A, Billiard F, Goldstein JD, Gregoire S, et al. Pathogenic 
T cells have a paradoxical protective effect in murine autoimmune diabetes by boosting Tregs. J 
Clin Invest. 2010;120(12):4558-68. 
610. Kleijwegt FS, Laban S, Duinkerken G, Joosten AM, Zaldumbide A, Nikolic T, et al. Critical role 
for TNF in the induction of human antigen-specific regulatory T cells by tolerogenic dendritic cells. 
J Immunol. 2010;185(3):1412-8. 
205 
611. Arends S, Lebbink HR, Spoorenberg A, Bungener LB, Roozendaal C, van der Veer E, et al. The 
formation of autoantibodies and antibodies to TNF-alpha blocking agents in relation to clinical 
response in patients with ankylosing spondylitis. Clin Exp Rheumatol. 2010;28(5):661-8. 
612. Liang B, Gardner DB, Griswold DE, Bugelski PJ, Song XY. Anti-interleukin-6 monoclonal 
antibody inhibits autoimmune responses in a murine model of systemic lupus erythematosus. 
Immunology. 2006;119(3):296-305. 
613. Mihara M, Takagi N, Takeda Y, Ohsugi Y. IL-6 receptor blockage inhibits the onset of autoimmune 
kidney disease in NZB/W F1 mice. Clin Exp Immunol. 1998;112(3):397-402. 
614. Illei GG, Shirota Y, Yarboro CH, Daruwalla J, Tackey E, Takada K, et al. Tocilizumab in systemic 
lupus erythematosus: data on safety, preliminary efficacy, and impact on circulating plasma cells 
from an open-label phase I dosage-escalation study. Arthritis Rheum. 2010;62(2):542-52. 
615. Roche H-L. Actemra 2014 [cited 2014 20th August]. Available from: 
http://www.rochecanada.com/fmfiles/re7234008/Research/ClinicalTrialsForms/Products/Consume
rInformation/MonographsandPublicAdvisories/Actemra/Actemra_PM_E.pdf. 
616. Bettelli E, Carrier Y, Gao W, Korn T, Strom TB, Oukka M, et al. Reciprocal developmental 
pathways for the generation of pathogenic effector TH17 and regulatory T cells. Nature. 
2006;441(7090):235-8. 
617. Veldhoen M, Hocking RJ, Atkins CJ, Locksley RM, Stockinger B. TGFbeta in the context of an 
inflammatory cytokine milieu supports de novo differentiation of IL-17-producing T cells. 
Immunity. 2006;24(2):179-89. 
618. Pasare C, Medzhitov R. Toll pathway-dependent blockade of CD4+CD25+ T cell-mediated 
suppression by dendritic cells. Science. 2003;299(5609):1033-6. 
619. Wan S, Xia C, Morel L. IL-6 produced by dendritic cells from lupus-prone mice inhibits 
CD4+CD25+ T cell regulatory functions. J Immunol. 2007;178(1):271-9. 
620. Chen X, Das R, Komorowski R, Beres A, Hessner MJ, Mihara M, et al. Blockade of interleukin-6 
signaling augments regulatory T-cell reconstitution and attenuates the severity of graft-versus-host 
disease. Blood. 2009;114(4):891-900. 
206 
621. Tawara I, Koyama M, Liu C, Toubai T, Thomas D, Evers R, et al. Interleukin-6 modulates graft-
versus-host responses after experimental allogeneic bone marrow transplantation. Clin Cancer Res. 
2011;17(1):77-88. 
622. Samson M, Audia S, Janikashvili N, Ciudad M, Trad M, Fraszczak J, et al. Brief report: inhibition 
of interleukin-6 function corrects Th17/Treg cell imbalance in patients with rheumatoid arthritis. 
Arthritis Rheum. 2012;64(8):2499-503. 
623. Pesce B, Soto L, Sabugo F, Wurmann P, Cuchacovich M, Lopez MN, et al. Effect of interleukin-6 
receptor blockade on the balance between regulatory T cells and T helper type 17 cells in rheumatoid 
arthritis patients. Clin Exp Immunol. 2013;171(3):237-42. 
624. van der Maas A, van den Bemt BJ, Wolbink G, van den Hoogen FH, van Riel PL, den Broeder AA. 
Low infliximab serum trough levels and anti-infliximab antibodies are prevalent in rheumatoid 
arthritis patients treated with infliximab in daily clinical practice: results of an observational cohort 
study. BMC Musculoskelet Disord. 2012;13:184. 
625. St Clair EW, Wagner CL, Fasanmade AA, Wang B, Schaible T, Kavanaugh A, et al. The 
relationship of serum infliximab concentrations to clinical improvement in rheumatoid arthritis: 
results from ATTRACT, a multicenter, randomized, double-blind, placebo-controlled trial. Arthritis 
Rheum. 2002;46(6):1451-9. 
626. Pouw MF, Krieckaert CL, Nurmohamed MT, van der Kleij D, Aarden L, Rispens T, et al. Key 
findings towards optimising adalimumab treatment: the concentration-effect curve. Ann Rheum 
Dis. 2013. 
627. Bykerk VP, Shadick N, Frits M, Bingham CO, 3rd, Jeffery I, Iannaccone C, et al. Flares in 
rheumatoid arthritis: frequency and management. A report from the BRASS registry. J Rheumatol. 
2014;41(2):227-34. 
628. Hewlett S, Sanderson T, May J, Alten R, Bingham CO, 3rd, Cross M, et al. 'I'm hurting, I want to 
kill myself': rheumatoid arthritis flare is more than a high joint count--an international patient 
perspective on flare where medical help is sought. Rheumatology (Oxford). 2012;51(1):69-76. 
629. Takeuchi T MT, Ohta S, et al. Abatacept biologic-free remission study in established rheumatoid 
arthritis—ORION study  2013;72 (Supple 
207 
3):613. Ann Rheum Dis. 2013;72(Supple 3)):613. 
630. Batticciotto A VV, Antivalle M, et al. Dose reduction in patients with rheumatoid arthritis 
responding to the standard rituximab regimen. Ann Rheum Dis. 2013;72(Suppl):887. 
209 
APPENDIX 
